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NTDB id 1362 HI 1008 AAC22669.1 ..MKTL.....FTSVVLCGALVVSSSFAEEKATXQTAQSV.VTT......QAE....AQVAPAVVSDKLNINTATASEIQ 62
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSR...YTFSLLFG.LFSATTFAEEKVTTST.EHTPVVMQQ...........VAATQKVNANVVNINTATASEIQ 62
NTDB id 1459 ASU2 RS10590 WP 015674357.1 ..MKTPSK...LGLSLLIG.MLSTGVLAAEKTKPSVTEPTPVVQNAQATSPEH....SHAEMTNNANLVNINIATAAEIQ 70
NTDB id 1440 BW25113 RS02290 WP 000680312.1 ..MKHGIKALLITLSLACAGMSHSALAAAS.....VAKPTAVETKAEAPAAQSKAAVPAKASDEEGTRVSINNASAEELA 73
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTL...................PLLANAEETAPAAQ........VEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTL...................PLLANAEETAPAAQ........VEEGIVITVNINTASAEELA 53
consensus *!* *** * * * * * * * **!!*!*! !*
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NTDB id 1362 HI 1008 AAC22669.1 KSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1459 ASU2 RS10590 WP 015674357.1 DKLVGIGAKKAQAIVEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
NTDB id 1440 BW25113 RS02290 WP 000680312.1 RAMNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL. 123
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
consensus * !*! !!!*!!!*!!* *! ! ** !* ! !*! *****! ****
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