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NTDB id 119521 AH67 RS00765 WP 101430546.1 FERYNNDLYESGWKSQFLSGLMMPMMNLVGNLGYVVVCVVGAWLTMSGRIEFGVIVAFMLYIRFFTQPLSQFAQAFQNLQRCAAG 340
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NTDB id 370 SMU RS04260 WP 002263294.1 SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSH 561
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