
logo MGRATERLRTFLLSEGELQGQRR I LRLYHLYRLVATIGLVLVLL I SSDELEHDNDQLVLMKRLMI
V
H
NPAEALFHHVGASWCLYL IVFLNI LFVALVFLLPQNPPSKRQRELLP I

V
F
L
A
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NTDB id 119364 CH92 RS17510 WP 025243064.1 MGTERLTFLGLQGRRILRLYHLYRVAIGLVLVLLISSDLHNDLMRMINPAAFHHGAWLYLILNILFAVLLQNPKRELPVLALALL 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !!! !! !!!!!!!!!!* !!!!!!!!!!!*!* ******! !!*! !*!!* !!! !* !**** !!* !!!

logo DVLTLMLACAGLFYAFAGGGTVPSGIGNSLL IVVAVAIANI LLHRGR IGFLFVIAAAVAASLTGL ILYLTFFYLSLVSDSPTADASTNSHQYVQAAGAGLGTLCFAAALLVI
V

NTDB id 119364 CH92 RS17510 WP 025243064.1 DVTLLAALFYFAGGTPSGIGNLLIVAVAIANILLHGRIGFFIAAVAATGLIYLTFYLSVSDTAASSQYVQAAALGTLCFAAALLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !! *!**!!! *!! !!!!! !!*!!!!!!!!!!*!!!! !!! ! !!*!!!!*!!*! * !* *!!!!**!!!!!!!!!!**

logo QAGLTVRRLQEQQVSTETLAEREQRAEETVANLEAELNALQI LQRMRTGI ILVLVDPSQREQAR I
VLLANQAGALEGLLARQDQDSLVQTGAERSLAGPRHRCSPEML IMHRACLMKQQWRDL

NTDB id 119364 CH92 RS17510 WP 025243064.1 QGLTRRLQVSETLARQRAEEVANLEALNAQILQRMRTGIIVLDPQERVLLANQGALELLAQQSLTGERLAPRCPELIRALQQWRD 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*! !! *!!!! !!! !!!!! !!! !!!!!!!!!*!*!* *!!!!!*!! !! ! * ! !****! !**** !!!

logo NPSTLRPPRSTFLKAVTVPDGAPTLVQPSFAIASLNQHREGDVDKQDHTVL IVFLEDI
TSQIAQKQAQQLMKLAGSLGRLTAGS IAHE IRNPLGAI SHAAQLLQESEEV

NTDB id 119364 CH92 RS17510 WP 025243064.1 NPTLRPRSFKATPDGATLQPSFAALQHGVKQDTLVFLEDTSQIAQKAQQLKLASLGRLTASIAHEIRNPLGAISHAAQLLQESEV 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!*!!!** ! !!!*!*!!!! !** !* !*!!!! !!!!! !!!*!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo LDAGPDLRRLTQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLVHQRFAVDSEFYPREGRSLPRNPDGQSER I
LHLVEQLTGRAGGSDL ILQTRMDPHNQL INQVL

NTDB id 119364 CH92 RS17510 WP 025243064.1 LDAGDLRLTQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWVHRFASEFRESLPPGQRIHVETRGSLLQTRMDPNQLIQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus !!!*! !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !**!! !** !** *!* * *!!!!!!*!! !!!

logo

S
TNLVQNGLRYSAGQAKHGQRAGQVWLQSLVAFRDEPETSDLPTVLE I

V
I
LDDGPGVPAPDEKQLVNQNI

LFEPFFTTENSKGTGLGLYI
LSRELCESNQAR I

LDYR
NTDB id 119364 CH92 RS17510 WP 025243064.1 TNLVQNGLRYSGQKHGQAQVWLQVFRDETSDLPTLEVLDDGPGVPPEQVQNIFEPFFTTENKGTGLGLYISRELCESNQARLDYR 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!!*! !! *!!!! * !!* !!!! !!**!!!!!!!** **!*!!!!!!!! !!!!!!!!*!!!!!!!!!!!*!!!

logo

E
NRDEEGGGSCFR ITVFAHPRKLS

NTDB id 119364 CH92 RS17510 WP 025243064.1 ERDEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!! !!!!!!!!



X non conserved
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X ≥ 50% conserved


