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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWE 84
NTDB id 119350 CH92 RS06655 WP 025241001.1 MRTAMLALAAGLLLLRFLPQLPPLSALPFVLVT......GLVLLPF.......RWRALGCFLLGLGWACLSAHWVLSDRLPTELD 72
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPV......GLLLLPF.......RWRPLAFFLFGLVWACLNAQWALDDRLPVDLD 72
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NTDB id 1426 RS RS05575 WP 011001070.1 GKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRP 169
NTDB id 119350 CH92 RS06655 WP 025241001.1 GRTFWLEGRVAGLPDVRGGVVRFELVDV.SSRHSGLPSRMRLAWYGG....................PMIQAGERWRLAAKLKRP 136
NTDB id 1199 PSJM300 12650 AFN78592.1 GRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRP 136
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NTDB id 1426 RS RS05575 WP 011001070.1 HSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGI 254
NTDB id 119350 CH92 RS06655 WP 025241001.1 RGLVNPHPFDYEAWLLARRIGASGTIKAGERVAFAD............GNLAWRDRLRQRLMAVDAQ.GRSGAIAALVVGDDSGL 208
NTDB id 1199 PSJM300 12650 AFN78592.1 SGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGL 208
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NTDB id 1426 RS RS05575 WP 011001070.1 AQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQ 339
NTDB id 119350 CH92 RS06655 WP 025241001.1 STSDWRILQDTGTVHLMVISGQHVGMLAGLLYGLVALM.......ARWGIW..PRRIAWLPCACGLALFGALAYGWLAGFEVPVQ 284
NTDB id 1199 PSJM300 12650 AFN78592.1 STADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVR 284
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NTDB id 1426 RS RS05575 WP 011001070.1 RTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRG 424
NTDB id 119350 CH92 RS06655 WP 025241001.1 RASVMVALVLLWRLRFRHLGVWLPLLVALDGVLLIDPLVSLQSGFWLSFLAVALLALVFR.......GRLGSWGW.......WQA 355
NTDB id 1199 PSJM300 12650 AFN78592.1 RACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW.......WRA 355
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NTDB id 1426 RS RS05575 WP 011001070.1 AARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGS 508
NTDB id 119350 CH92 RS06655 WP 025241001.1 LGRAQWSMSLGLLPVLLALGLPVSLSSPIANLFAVPLVSMLIVPLSLLGTSLLWLPGVGECLLWLAGGLLALLFDTLRWLADWQS 440
NTDB id 1199 PSJM300 12650 AFN78592.1 LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 119350 CH92 RS06655 WP 025241001.1 AWLPASLPIWGWVLVALGMLLLLLPAGVP...FRTLGLVLLAPLLFPPVNKPTAGQAEVWVLDVGQGLAVLVRTHEHALLYDAGP 522
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 119350 CH92 RS06655 WP 025241001.1 RYGDF.DIGERVVFPSMKTLGLADLDLMILSHADSDHAGGALAIQRLMPVARVLSGEPES.......LPASLEAEGCRSGEHWEW 599
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 119350 CH92 RS06655 WP 025241001.1 EQVSFTLWRWSQ......AGDGNQSSCVLLVEAGGERLLLTGDIDVPAEQALLASDIP..LGVRWLLVPHHGSRSSSSTAFIEAA 676
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 119350 CH92 RS06655 WP 025241001.1 GAEGALVSRSLHNAFGHPHPDVVQRLQASGTPIFDTAELGALQIRLGR..FEPIRGLRAERRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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