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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLIPVTTN 85
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVATN 85
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVATN 85
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 EASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV.....................ATSAPAPQQGIGNIG 149
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL.....................PVVS.AQPQGVSNIG 148
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL.....................PVVS.AQPQGVSNIG 148
NTDB id 119342 CH92 RS02450 WP 025240216.1 NARSVTVVEAQGRTRLIVNLTSLVPYSTRVDGSNVFVVLGESASATEPVSAA..........SSAPVIPMTKEKLARANAIDNID 159
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIK..PKPYVPAGRAIRNID 167
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 FQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQ 234
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQ 233
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQ 233
NTDB id 119342 CH92 RS02450 WP 025240216.1 FRRGEDGAGNIVISLSDPSISPSIEEQGGKIRVTFAKTQLPDSLRVRLDVQDFATPVKFVDATSKSGDASISIEPSGRYDYLAYQ 244
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQ 252
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 AENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKT 318
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKT 317
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKT 317
NTDB id 119342 CH92 RS02450 WP 025240216.1 ADDKLTVSVKPLSEADIEKRKAERFVYSGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKT 329
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSA 394
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNT 402
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQN 479
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNN 487
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNN 487
NTDB id 119342 CH92 RS02450 WP 025240216.1 ............ADDRGSIAVDDRTNNIIAYQTQERLDELRRIVTQLDIPVRQVMIEARIVEANVDYDKALGVRWGGSFTSGN.. 468
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..........GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGN.. 479
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 SNLLVGGSET.TLWNLR.....NPDSN.....GTYTIERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVI 553
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NNLLVGGSET.TLWNLR.....EPKKDETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVI 565
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NNLLVGGSET.TLWNLR.....EPKKDETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVI 565
NTDB id 119342 CH92 RS02450 WP 025240216.1 ..AAVYGKDGATTFDSDTGRAYLPGT.DTIGNFTASDGVAPVPFVDLGVANS.TSGLGIGFI.TNNLILDLQLSAMEKTGNGEIV 548
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..WSGYGKDGNIGIKDEDGMNCGPIA.GSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIV 559
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 STPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNT 637
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNN 649
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNN 649
NTDB id 119342 CH92 RS02450 WP 025240216.1 SQPKVMTADKETAKILRGSEIPYQEASSSGA...TSTSFKEAALSLEVTPLITPDNRVILEVKVTKDAADFSRAVNGVPPINKNE 630
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNE 641
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 INTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 INTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 INTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 119342 CH92 RS02450 WP 025240216.1 VNAKVLVADGETVVIGGVFSNTQTQSVDKVPFLGDLPYVGRLFRRDVVSDAKSELLIFLTPRILNHQAIAVNR 703
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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