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NTDB id 119338 CH92 RS00765 WP 025239894.1 .......MSELAAVPVTALKGVGAALAEKLAKVGLETLQDLLFHLPLRYQDRTRIVPIGALRPGQDAVVEGTVTGADVVM 73
NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KTNFDDI.........TKKYGAERDKALADALALIEK.......................DFGKGSLMRL 43
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PKKLEEI.........SKKFGAEREKALNDALKLIEK.......................DFGKGSIMRL 42
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PKKLEEI.........SKKFGAEREKALNDALKLIEK.......................DFGKGSIMRL 42
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PKKLEEI.........SKKFGAEREKALNDALKLIEK.......................DFGKGSIMRL 42
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PKKLEEI.........SKKFGAEREKALNDALKLIEK.......................DFGKGSIMRL 42
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PKKLDEI.........SKKFGAEREKALNDALKLIEK.......................DFGKGSIMRL 42
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PKKLDEI.........SKKFGAEREKALNDALKLIEK.......................DFGKGSIMRL 42
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IKKTEEI.........TKKFGDERKKALDDALKNIEK.......................DFGKGAVMRL 42
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LKKNEEI.........TKKFGDERRKALDDALKNIEK.......................DFGKGAVMRL 42
NTDB id 115 BSU 16940 NP 389576.2 ..............................MSDRQAALDMALKQIEK.......................QFGKGSIMKL 27
NTDB id 625 LCA RS02525 WP 011374196.1 ............................MAKDERQAALDAALKKIEK.......................NFGKGSIMRM 29
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATKEIS.........APTDAKERSKAIETAMSQIEK.......................AFGKGSIMKL 41
NTDB id 1245 Cj1673c YP 002345041.1 .............................MDDNKRKSLDAALKSLDK.......................TFGKGTILRL 28
NTDB id 1211 C694 RS00795 WP 000963128.1 ...........................MAIDEDKQKAISLAIKQIDK.......................VFGKGALVRL 30
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...........................MAIDEDKQKAISLAIKQIDK.......................VFGKGALVRL 30
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKT..E.........TTSPNDDKKKALAAVLEKLDK.......................TYGKGTVMKL 36
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV..V.........KQVEPEQKKQALEAALAQIEK.......................QFGKGSIMKL 45
NTDB id 1130 NGFG RS03960 WP 003688695.1 .............................MSDDKSKALAAALAQIEK.......................SFGKGAIMKM 28
NTDB id 1124 NGFG RS03960 WP 003688695.1 .............................MSDDKSKALAAALAQIEK.......................SFGKGAIMKM 28
NTDB id 1123 OK783 RS03845 WP 003688695.1 .............................MSDDKSKALAAALAQIEK.......................SFGKGAIMKM 28
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........K..K.........AASMSAEKQKALAAALAQIEK.......................QFGKGSIMKM 37
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .............................MDENKQKALAAALGQIEK.......................QFGKGSIMRL 28
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .............................MDENKQKALAAALGQIEK.......................QFGKGSIMRL 28
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .............................MDDNKSKALQAALSQIEK.......................QFGKNTVMRL 28
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .............................MDENKSKALQAALSQIEK.......................QFGKNTVMRL 28
NTDB id 1205 PSJM300 05545 AFN77183.1 .............................MDENKKRALAAALGQIEK.......................QFGKGAVMRM 28
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NTDB id 119338 CH92 RS00765 WP 025239894.1 GRRRSLLVRLHDGSGSLSLRFYHFSQAQKEGLKRGTQLRCYGEARPGASGLEIYHP..EYRALSDSEAVAVEQTLTPIYP 151
NTDB id 600 KW2 RS01765 WP 011675413.1 GEA.ANQKVSVVSSGSLALDIA....LGAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYA 118
NTDB id 269 KZH43 RS08665 WP 001085462.1 GER.AEQKVQVMSSGSLALDIA....LGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 228 SPD RS09265 WP 001085462.1 GER.AEQKVQVMSSGSLALDIA....LGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 194 SPR RS08825 WP 001085462.1 GER.AEQKVQVMSSGSLALDIA....LGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 159 SP RS09750 WP 001085462.1 GER.AEQKVQVMSSGSLALDIA....LGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GER.AEQKVQVMSSGSLALDIA....LGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 499 SM12261 RS08315 WP 078228268.1 GER.AEQKVQVMSSGSLALDIA....LGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 408 SMU RS09530 WP 002262392.1 GER.AEQKVQVMSSGSLALDIA....LGAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYA 117
NTDB id 453 Spy49 1753c ACI62003.1 GER.AEQKVQVMSSGSLALDIA....LGAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYA 117
NTDB id 115 BSU 16940 NP 389576.2 GEK.TDTRISTVPSGSLALDTA....LGIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYA 102
NTDB id 625 LCA RS02525 WP 011374196.1 GEK.VDTQVSTVSSGSLALDEA....LGVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYA 104
NTDB id 1313 DR RS12030 WP 010888966.1 GAE.SKLDVQVVSTGSLSLDLA....LGVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYA 116
NTDB id 1245 Cj1673c YP 002345041.1 GDK.EVEQIDSIGTGSVGLDLA....LGIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYA 103
NTDB id 1211 C694 RS00795 WP 000963128.1 GDK.QVEKIDSISTGSLGLDLA....LGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYA 105
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDK.QVEKIDAISTGSLGLDLA....LGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYA 105
NTDB id 1334 RA0C RS04870 WP 004918236.1 GDGTVDHNIEVIPSGSLGLDLA....LGVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYA 112
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GQT.EQLDIESVSTGSLGLDLA....LGIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYA 120
NTDB id 1130 NGFG RS03960 WP 003688695.1 DGSQQEENLEVISTGSLGLDLA....LGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYA 104
NTDB id 1124 NGFG RS03960 WP 003688695.1 DGSQQEENLEVISTGSLGLDLA....LGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYA 104
NTDB id 1123 OK783 RS03845 WP 003688695.1 DGSQQEENLEVISTGSLGLDLA....LGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYA 104
NTDB id 1427 RS RS02760 WP 011000510.1 GDA.EVEPVQVVSTGSLGLDVA....LGVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYA 112
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GDN.RAMDVETISTGSLSLDIA....LGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYA 103
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GDN.RAMDVETISTGSLSLDIA....LGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYA 103
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GDN.TVQAVEAVSTGSLTLDIA....LGIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYA 103
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GDN.TVQAVEAVSTGSLTLDIA....LGIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYA 103
NTDB id 1205 PSJM300 05545 AFN77183.1 GDH.DRQAIPSISTGSLGLDIA....LGIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYA 103
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NTDB id 600 KW2 RS01765 WP 011675413.1 KALGVNIDELLLSQPDYGEQGLQI..........AEKLITSGAVDLVVIDSVAA....LVPKAEIDGEIGDSSVGLQARM 184
NTDB id 269 KZH43 RS08665 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 228 SPD RS09265 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 194 SPR RS08825 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 159 SP RS09750 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 499 SM12261 RS08315 WP 078228268.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 408 SMU RS09530 WP 002262392.1 AALGVNIDELLLSQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 453 Spy49 1753c ACI62003.1 AALGVNIDELLLAQPDSGEQGLEI..........AGKLIDSGAVDLVVVDSVAA....LVPRAEIDGDIGDSHVGLQARM 183
NTDB id 115 BSU 16940 NP 389576.2 QKLGVNIEELLLSQPDTGEQALEI..........AEALVRSGAVDIVVVDSVAA....LVPKAEIEGDMGDSHVGLQARL 168
NTDB id 625 LCA RS02525 WP 011374196.1 TALGVNIDDLLLSQPDTGEQGLEI..........ADALVSSGAVDILVVDSVAA....LVPRAEIEGEMGDAHVGLQARL 170
NTDB id 1313 DR RS12030 WP 010888966.1 RALGVNTDELLVSQPDNGEQALEI..........MELLVRSGAIDVVVVDSVAA....LTPRAEIEGDMGDSLPGLQARL 182
NTDB id 1245 Cj1673c YP 002345041.1 KNLGVNTDDLYVSQPDFGEQALEI..........VETIARSGAVDLIVVDSVAA....LTPKAEIEGDMGDQHVGLQARL 169
NTDB id 1211 C694 RS00795 WP 000963128.1 KRLGVDTENLLVSQPDTGEQALEI..........LETITRSGGIDLVVVDSVAA....LTPKAEIDGDMGDQHVGLQARL 171
NTDB id 1214 NCTC11637 00359 SQJ03206.1 KRLGVDTENLLVSQPDTGEQALEI..........LETITRSGGIDLVVVDSVAA....LTPKAEIDGDMGDQHVGLQARL 171
NTDB id 1334 RA0C RS04870 WP 004918236.1 EKLGINLEELIVSQPDNGEQALEI..........ADSLIRSGGVDIVVVDSVAA....LTPKAEIDGDMGDSKMGLHARL 178
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RNLGVNTDELLISQPDNGEQALEI..........CDALVRSGAVDVIIVDSVAA....LTPKAEIEGDMGDSHMGLQARL 186
NTDB id 1130 NGFG RS03960 WP 003688695.1 RKLGVKVEELYLSQPDTGEQALEI..........CDTLVRSGGIDMVVVDSVAA....LVPKAEIEGDMGDSHVGLQARL 170
NTDB id 1124 NGFG RS03960 WP 003688695.1 RKLGVKVEELYLSQPDTGEQALEI..........CDTLVRSGGIDMVVVDSVAA....LVPKAEIEGDMGDSHVGLQARL 170
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NTDB id 1427 RS RS02760 WP 011000510.1 DKLGVKVPDLLISQPDTGEQALEI..........ADALVRSGSVDLIVIDSVAA....LVPKAEIEGEMGDALPGLQARL 178
NTDB id 1165 A1552VC RS01565 WP 000344154.1 KKLGVNIDELLVSQPDTGEQALEI..........CDALARSGAVDVIVVDSVAA....LTPKAEIEGEMGDSHMGLQARM 169
NTDB id 1142 GTF74 RS11550 WP 000344154.1 KKLGVNIDELLVSQPDTGEQALEI..........CDALARSGAVDVIVVDSVAA....LTPKAEIEGEMGDSHMGLQARM 169
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RKLGVDIDNLLVSQPDHGEQALEI..........ADMLVRSGAIDLIVVDSVAA....LTPKAEIEGEMGDSHMGLQARL 169
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