
logo

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVKALLPA
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..................................................................................... 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
consensus

logo

EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGEGQKDLKLGE
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..................................................................................... 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGEGQKDLKLGE 170
consensus

logo

LLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP IGF
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..................................................................................... 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 LLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVPIGF 255
consensus

logo

QNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLGE I L
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NTDB id 1468 ASU2 RS05090 WP 014991734.1 ..................................................................................... 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..............................................MSQYTICEQQTERIFDISPSRWQKNCEEKQLLLRYLAVP 39
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ...............................................MQYSVCDMNSQQVFDISESLWQKNCDEKHILLRYLAIP 38
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 VELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPL.....LLPEDLCRRYGVFP 420
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 VQETEHKLWLAVDDENNLTACEIFAFM.THK....QIEPVVIASDELKYLLNALSPEQQPIYEESELAFVE.........QE.QE 109
NTDB id 1468 ASU2 RS05090 WP 014991734.1 IQENDDTLWLAIDDMNNLSACEIFAFI.AHK....TIEPVLISSDELKYLLNQLSPEQQSLYEETELNYQS.........PDNLD 109
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 HRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLI.......ERFYGKAELSEIAKEFAKKQAEEEVPS 498
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QL.NLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFS 193
NTDB id 1468 ASU2 RS05090 WP 014991734.1 LL.NQNDPIIQILDNLFKFCLKQNASDIHFEPQKEKLQIRLRIDGVLHIYKSLSFSLANRIITRLKLLAKLDISETRLPQDGQFN 193
NTDB id 96 BSU 24730 NP 390353.1 .....MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
NTDB id 1028 TT RS08215 WP 011173991.1 PLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVR 583
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 FTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 1468 ASU2 RS05090 WP 014991734.1 FKTVTAETLDFRVSSLPTSFGEKIVLRLQKNKPTHFDFLELGFSPEQKQLLLTALHQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 96 BSU 24730 NP 390353.1 LKLK.EGNVHLRMSTLPTINEESLVIRVMP.QYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKK 163
NTDB id 1028 TT RS08215 WP 011173991.1 YREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA. 666
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAV 362
NTDB id 1468 ASU2 RS05090 WP 014991734.1 NSERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTFLRQDPDIIMLGEIRDQESAEIALRAAQTGHLVLSTLHTNDAPSAI 362
NTDB id 96 BSU 24730 NP 390353.1 HFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAI 248
NTDB id 1028 TT RS08215 WP 011173991.1 TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAI 751
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCR...........................GVGCDECYQGYRGRIGVYQCLSRT 420
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ERLLQLGIKEYEIKNSLQLIIAQRLLRKRCPQCG...........................GKGCDNCYHGYKGRTGIYQLLAKQ 420
NTDB id 96 BSU 24730 NP 390353.1 YRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRN...TRRASVYELLYGKNLQQCIQEAKGNHANYQYQT.. 328
NTDB id 1028 TT RS08215 WP 011173991.1 TRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGG..TGYKGRYAIHELL 834
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 AKKFDKQTAYLDFSSLRESAKQKIEQQ..LTNETEVDRVLGYE.......................... 461
NTDB id 1468 ASU2 RS05090 WP 014991734.1 GKFFEKSTAYLDYDNLRASAEQKLAAN..ITTVDEVKRVLGDG.......................... 461
NTDB id 96 BSU 24730 NP 390353.1 ...............LRQIIRKGIALGYLTTNNYD............RWVYHEKD.............. 356
NTDB id 1028 TT RS08215 WP 011173991.1 ..............VVDDEIRHAIVAGKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
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