
logo

MSGRLLDAVPLNSLTGVGAAM
Q
N
SSGKLASKR I

LG I
L
A
H
L
T
L
V
A
Q
AMFAPALLAADLEKLDVAALPD

G
D
L
L
R
L
V
E
HLKPLQRFYDEDEPRTVAHAPRGLYTI EQP

NTDB id 119301 AU66 RS18550 WP 000016747.1 MSGRLLDAVPLNSLTGVGAAQSSKLAKIGLHTVQ.....................DLLLHLPLRYEDRTH...LY..... 51
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ....................MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQP 60
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
consensus

logo

AP
R IAGELDLLPGI

V
Q
Y
A
N
K
T
L
V
E
G
G
T
EVK

LNCRENI
L
S
T
F
VGGNRTRMSMVTCVVEQAIMS

KD
M
G
K
R
H
S
T
N
R
G
I
L
I
L
T
K
I
L
T
N
T
L
P
M
R
T
Y
K
R
T
V
F
A
L
F
S
T
Q

G
N
S
T
F
L
Y
W
N
T
A
T
A
R
M
V
E
K
GFL
N
N
S
TLAFWTGRRVFLVASVGVYLLAGENLSACKAPARGAKSYGVA

NTDB id 119301 AU66 RS18550 WP 000016747.1 .PIGELLPGIYATVEGEVLNCNITFGGRRMMTC.QISDGSGILT..MRFFNFNAAMK.NSLATGRRVLAYGEAKRGKYGA 126
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ARIALDLPGVQNKLGT..KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLF.....VVVGNSPAGASVA 133
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .....................................MKNGLKT..YVAQTW......LTLW.....VGLALCA...... 24
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .....................................MKNGLKT..YVAQTW......LTLW.....VGLALCA...... 24
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...................................MKMRHGLTLTPRKLTGL......FSLW.....FSLLLAP...... 28
consensus * *

logo

E
S
MI
T
A
HPEYRLQGDVKLASSTPAELPAQSESTYALQTP I

V
M
F
K
Y
V
V
F
P
A
K
T
S
P
T
A
Y
E
E
G
V
S
P
A
V
A
K
Q
T
G
Q
S
A
A
R
N
A
S
T
Q

I
L
K
E
R
K
S
N
L
I
T
D
D
FQRARTVGLNEKDKLEGLKEADGTACNVAIVLVIAIVDELLSVADPSPAETSLAAISVPQVGDMIVKMQERSKLQVGPQGEAKGI

L
R
S
L
IDEFLALNKTQSD

NTDB id 119301 AU66 RS18550 WP 000016747.1 EMIHPEYRLQGDLSTPELQETLTPVYPTTEGVKQATLRKLTDQALELLDTCAIAELLPPELAQGMMSLPEAL........ 198
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
NTDB id 1193 PAKAF RS26665 WP 003161249.1 S.TAP......VKASPAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQ 206
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..................SS....MVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTD 82
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ..................SS....MVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTD 82
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTS 83
consensus * * * ** * * *

logo

L
V
K
P
ADADLQKRLVYRLLDVKDFASTVPVQEFSVNTEALVHSFARDPQKPSTEDSPRSTLTRSQI

L
A
T
V
A
D
I
V
E
L
Y
T
E
I
P
V
S
T
D
E
G
D
K
L
E
H
F
Y
D
P
S
M
Q

A
Y
K
H
L
Q
K
D
R
V
Y
Y
F
R
T

Q
L
I
M
T
K
D
K
L
C
G
E
N
Q
R
G
K

E
R
W
Y
L
F
I
L
T
A
V
E
A
H
C
V
K
L
N
S
F
V

V
C
L
I
G
K
L
S
M
K
P
M
L
A
T
I
K
L
T
V
E
R
A
A
N
D
A
G
E
A
E
K
A
Q
R
P
P
K
R
YHAQPLDI

K
S
P

P
T
F
K
D
G
N
A
S
I
V
N
F
I
Q
P
L
D
L
A
E
K

A
Y
T
K

NTDB id 119301 AU66 RS18550 WP 000016747.1 .....R...............TLHRPPPTLQLADLETGKHPAQRRLILEELLAHNLSMLALRAGAQRYHAQPLSTNNILK 258
NTDB id 1347 HI 0435 AAC22094.1 ........................................MKKYFLKCGYFLVCFCLPLIV.............FANPKT 27
NTDB id 1373 NTHI RS02645 WP 011272046.1 ........................................MKKYFLKCGYFLVCFCLPLIV.............FANPKT 27
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ..............................................MKQW.IAALLLML..............IPGVQAA 19
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNR.LTVSIKPMTTEDAERR......KKDNFAY 279
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKY.LEVVISKLK.ADEKPK......PKSVLEK 154
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKY.LEVVISKLK.ADEKPK......PKSVLEK 154
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRY.LEVKVGKLK.ANEKAP......DKSILDK 155
consensus * * * * * * *



logo

K
T
D
E
K
P
N
G
L
Q
E
K
C
R
K
L
A
L
V
F
I
T
F
S
L
I
M
P
R
N
V
L
F
D
K
S
Q
P
Q
D
T
V
A
I
D
S
P
A
L
V
QA
R
R
S
N
Q

T
V
V
L
A
E
Q
A
E
Q
L
L
I
E
A
RDMALEF

D
F
V
Q
Y
E
P
T
Q
N
K
M
Q
G
D
M
L
V
F
R
NLVAIMQVGSEPDDIRTVSGLVQSVENGTKNTVILLSTLHKRLQTNDDGNI

V
A
D
P
A
M
W
D
K
L
P
Q

A
R
Q
L
A
VLKRQDALTIVIVALHQKGTSVAKHGL ITDTLKNRQKVELDDGQGNI

V
A
L
Y
I
S
Y
L
M
I
L
V
H
N
A
S
G
P

NTDB id 119301 AU66 RS18550 WP 000016747.1 DKLLASLPFKPTSAQARVVAEIERDMALDVPMMRLVQGDVGSGKTL.....VAALAALRAIAHGK........QVALMAP 325
NTDB id 1347 HI 0435 AAC22094.1 DNERFFIRLSQAPL.AQTLEQLA.....FQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNG 101
NTDB id 1373 NTHI RS02645 WP 011272046.1 DNECFFIRLSQAPL.AQTLEQLA.....FQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNG 101
NTDB id 1433 BW25113 RS17570 WP 000815987.1 KPQKVTLMVDDVPV.AQVLQALA.....EQEKLNLVVSPDVSGTVSLHLTDVPWKQALQTVVKSAGLITRQEGNILSVHS 93
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TGEKLSLNFQDIDV.RSVLQLIA.....DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAP 353
NTDB id 1186 GTF74 RS01320 WP 000788426.1 EGKLISINFQDIPV.RNVLQLIA.....DYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAP 228
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EGKLISINFQDIPV.RNVLQLIA.....DYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAP 228
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EGKLISINFQDIPV.RNVLQLIA.....DYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAP 229
consensus * *** * **** **** ** * * **!!*** * ******* *** **! *** *** * *********

logo

A
I
T
S
K
A
D
Q
E
L
W
S
E
I
Q
G
L
N
A
K
D
A
E
N
G
L
N
Q
R
IA
ERKQQAEALVEQAKGQAKNRQLEITAAKQETANE I

N
E
L
A
L
P
G
E
D
H
PLERSKVNRSRHELSTIVIQTKI

V
L
Q
H
N
Y
FADKAAGSEDLIMAEAKLSMF

L
I
N
Q
G
T

S
T
G
VTSDG

E
A
G
G
Q
S
N
I
E
G
V

G
K
N
S
K
L
M
E
L
G
S
A
D
G
P
S
E

K
A
RGSMI STFVIDKDERSTNRLS IL IVLALIYQRQDENPELKQPQTDERAFHRSN

NTDB id 119301 AU66 RS18550 WP 000016747.1 TELLAE........................................................................QH 333
NTDB id 1347 HI 0435 AAC22094.1 SQSGKGQ......VAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.....GSGSLLSPAGSITFDDRSNLLVIQDEPRS 170
NTDB id 1373 NTHI RS02645 WP 011272046.1 SQSGKGQ......VAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.....GSGSLLSSAGSITFDDRSNLLVIQDEPRF 170
NTDB id 1433 BW25113 RS17570 WP 000815987.1 IAWQNNNIARQEAEQAR.AQANLPLENRSITLQYADAGELAK.........AGEKLLSAKGSMTVDKRTNRLLLRDNKTA 163
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ADEIAAR.ERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQEGKEGGRGSITVDDRTNSIIAYQPQER 432
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KEELDLR.EKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGG....EGNVNMLSERGSISIDERTNSLLIRELPDN 303
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KEELDLR.EKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGG....EGNVNMLSERGSISIDERTNSLLIRELPDN 303
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KDELDLR.EKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMING....EGNISMLSDRGSMTIDERTNSLLIRELPEN 304
consensus * * ** * *** * * ************ * * *** *********** *** * *

logo

A
L
V
I
D
E
N
S
A
Q

A
E
N
V
F
L
I
E
K
R
N
Q
R
K
E
L
W
I
F
V
I
S
A
E
P
E
Q
S
M
L
G
D
L
V
K
I
E
P I
V
GWLAGKQKGKARQAQQEAIASGQVQMIVGTHAI FQGR

E
KQI

V
E
M
A
Q
F
L
I
N
S
E
G
A
H
L
R
A
I
L
V
E
V
T
A
V
I
I
K
T
N
V
D
E
K
E
G
Y
N
S
D
M
L
D
R
E
K
S
ELQGHVKRFWTGFGLIVHTAFMDQYNSAHIRPTKLQTN

NTDB id 119301 AU66 RS18550 WP 000016747.1 ANNFRNWFEPLGVEVGWLAGKQKGKARQAQQEAIASGQVQMIVGTHAIFQEQVQFNGLALVIIDE.....QHRFGVHQRL 408
NTDB id 1347 HI 0435 AAC22094.1 VQNIKKLIAEMDKPI...................................EQIAIEARIVTITDESLKELGVRWGIFNPT 215
NTDB id 1373 NTHI RS02645 WP 011272046.1 VQNIKKLIAEMDKPI...................................EQIAIEARIVTITDESLKELGVRWGIFNPT 215
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LSALEQWVAQMDLPV...................................GQVELSAHIVTINEKSLRELGVKWTLADAQ 208
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDELRRIVSQLDIPV...................................RQVMIEARIVEANVGYDKSLGVRWGGAYHK 477
NTDB id 1186 GTF74 RS01320 WP 000788426.1 IAVIREIIESLDIPV...................................KQVQIEARIVTVKEGNLEELGVRWGVMSTN 348
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IAVIREIIESLDIPV...................................KQVQIEARIVTVKEGNLEELGVRWGVMSTN 348
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IEVIREIIESLDIPV...................................KQVQIEARIVTINEGNMDELGVRWGFTSIN 349
consensus * ** ** ***** !* ******** * * ********

logo

H
E
G
A
N
S
G
W
A
H
RGTR
S
G
V
Y
A
G
Q
G
K
V
S
D
T
L
I
G
E
N
S
A
NLAWENTQI

KGI
Q
L
K
Q
Y
L
Q
A
D
E
D
G
D
F
G

H
G
PHQL I E

M
N
T
A
C
G
TP IAPGRSTCTFGDPDTLTGNGTDSDEF

S

K
V
E
F
L

A
G
N
P
S

M
P
V
I
S
T
A
D
A
P
E
D
Y
N
F
A
V
L
D
N
L
V
D
G
N
T
F
L
S
A
A
S
T
V
T
A
T
S
P
A
T
A
K
P
N
D
T
A
A
G
S
T

H
T
S
S
V
I
G
A
I
L
F
G
N
V
Q
I
V
D
G
A
E
F
R
KI
L
P
T
G
D
P
N
S
D
N
G
I
T
R
I
T
L

NTDB id 119301 AU66 RS18550 WP 000016747.1 ............ALWEKGQQQGFHPHQLIMTATPIPRT.........LAMTAYADLDTS...........VIDELPPGRT 456
NTDB id 1347 HI 0435 AAC22094.1 ENARRVAGSL................................TGNSFENIADNLNVNFATTTTPAGSIALQVAKI.NGRL 262
NTDB id 1373 NTHI RS02645 WP 011272046.1 ENARRVAGSL................................TGNSFENIADNLNVNFATTTTPAGSIALQVAKI.NGRL 262
NTDB id 1433 BW25113 RS17570 WP 000815987.1 HAG.GVGQVT................................TLGSDLS...........VATATTHVGFNIGRI.NGRL 243
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNW.SGYGKDG....NIGIKDEDG.....MNCGPIAGSCTFPTTGTSKSPSPFVDLG.....AKDATSGIGIGFITDNII 542
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GSH.SVGGSIESNLWQKGLLAD.......................DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTL 404
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GSH.SVGGSIESNLWQKGLLAD.......................DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTL 404
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GSH.TVGGSIENNLATIGLYDGGG.....E..........GDDGGSSVGIDDFLNVNLAATSPNATSIAFQVAKLGSDTL 413
consensus ***** * * * ****** * ** * *** ***** * *



logo LPDVLQTETLVSAI
M
L
P
Q
E
D
K
N
Q
R

K
T
E
G
Q
R
N
S
Q
R
K
N
G
H
L
V
A
D
E IVIDASQRSVPKRNVLAVILACTSTDHTNEGLKERKQQTSPAKSYW

I
VCTL I LK

E
ESDLLEAK

Q
A
G
A
S
TEATWEELKLAL

V
IPEYI

Q
L
N
V
E
IGLVHGRMA

K
S
P
N
S
A
G
T
E
R
S
K
N
S
Q
D
G
T
A
V
Q
S
T

NTDB id 119301 AU66 RS18550 WP 000016747.1 .PVTTVAIPDTRRHEIIDRVRNACTTEGRQAYWVCTLIEESDLLEAQAAEATWEELKLALPELNIGLVHGRMKPAEKQAV 535
NTDB id 1347 HI 0435 AAC22094.1 LDLELSALERENNVEIIASPRLLTTN.KKSASI.....K.......QGTE.........IPYIV........SNTRNDTQ 312
NTDB id 1373 NTHI RS02645 WP 011272046.1 LDLELSALERENNVEIIASPRLLTTN.KKSASI.....K.......QGTE.........IPYIV........SNTRNDTQ 312
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LDLELSALEQKQQLDIIASPRLLASH.LQPASI.....K.......QGSE.........IPYQV........SSGESGAT 293
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDLQLSAMEKTGNGEIVSQPKVVTSD.KETAKI.....L.......KGSE.........VPYQE........AS.SSGAT 591
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LDLELSALQNESKAEIISSPRLITTN.KQPAYI.....E.......QGTE.........IPYLE........SS.SSGAS 453
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LDLELSALQNESKAEIISSPRLITTN.KQPAYI.....E.......QGTE.........IPYLE........SS.SSGAS 453
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LDLELSALQQESKAEIISSPRLITTN.KKPAYI.....E.......QGTE.........IPYLE........SS.SSGAT 462
consensus ******!* * *!* ******** * ! * ***! *!** ** ****

logo

M
T
S
Q
T
V
S
T
A
EFRKQKEGAAEVLHGSMLLKEVATTPHTQVI ILSTEQKPKDGNNRLI IRLVVLEKDVLHKLS IVGSTKVQNDASVRRPDNGAYEQSQSRTVNLVQAMKI

Q
Y
T
I ENPERLGLAQLHQLRGRVA

G
D
L
R
Q
T
N
G
A
G
EAVALPVPASHCVLLYKSPLI SKNDKTANQ

NTDB id 119301 AU66 RS18550 WP 000016747.1 MQAFKQGELHLLVATTVIE.........VGVDVPNASLMIIENPERLGLAQLHQLRGRVGRGAVASHCVLLYKSPLSKTA 606
NTDB id 1347 HI 0435 AAC22094.1 SVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY...................GQNEVVS.........I.DKQ 363
NTDB id 1373 NTHI RS02645 WP 011272046.1 SVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY...................GQNEVVS.........I.DKQ 363
NTDB id 1433 BW25113 RS17570 WP 000815987.1 SVEFKEAVLGMEVTPTVLQKGRIRLKLHISQNVPGQVLQQ...................ADGEVLA.........I.DKQ 344
NTDB id 1193 PAKAF RS26665 WP 003161249.1 STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM.....................LNGVPP.........I.NKN 640
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT...................GTGEAVS.........I.DTQ 504
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT...................GTGEAVS.........I.DTQ 504
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKT...................GTGEAVA.........I.DTQ 513
consensus ** !* **! * !** ** ******** **** ** * * ***** * * *

logo

Q
R
E
K
V
I
E
R
G
N
A
L
T
K

Q
I
V
E
F
L
R
A
V
D
K
N
S
D
N
N
G
D
E
G
T
F
L
I
V
A
VI
L
AQKDLE IRGPGEGLVI LFGSTHQNRTDHEKRTSNQIKSNTGSKNAGSQEVFEKDSVKAVDPFLLRGEDQAI I

LPELWYVFVILQKGQAR I
L
A
FSRHKR I

S
D
E
T

G
H
T
S
Y
K
V
E
E
N
T
Q
R
V
Y
D
H
M

E
P
R
Q
G
Q
R
K
N
Q
R
S
AQA

EL IVLEVIRF ILWVMTPEHRK
NTDB id 119301 AU66 RS18550 WP 000016747.1 QKRLQVLRDSNDGFVIAQKDLEIRGPGELLGTRQTGNAEFKVADLLRDQAIIPEVQRIARHIHERYPQQAQALIERWMPE 686
NTDB id 1347 HI 0435 AAC22094.1 EINTQVFAKDGETIVL..........GGVFHDTIT.KSE.DKVPLLGD...IPVIKRLFSKESERHQKR..ELVIFVTPH 426
NTDB id 1373 NTHI RS02645 WP 011272046.1 EINTQVFAKDGETIVL..........GGVFHDTIT.KSE.DKVPLLGD...IPVIKRLFSKESERHQKR..ELVIFVTPH 426
NTDB id 1433 BW25113 RS17570 WP 000815987.1 EIETQVEVKSGETLAL..........GGIFTRKNK.SGQ.DSVPLLGD...IPWFGQLFRHDGKEDERR..ELVVFITPR 407
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVNAKILVNDGETIVI..........GGVFSNEQS.KSV.EKVPFLGE...LPYLGRLFRRDTVTDRKN..ELLVFLTPR 703
NTDB id 1186 GTF74 RS01320 WP 000788426.1 RIGTQVLVNNGETVVL..........GGIFQHSIN.NSV.DKVPLLGD...LPVLGALFRRTYEQMGKS..ELLIFVTPK 567
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RIGTQVLVNNGETVVL..........GGIFQHSIN.NSV.DKVPLLGD...LPVLGALFRRTYEQMGKS..ELLIFVTPK 567
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RIGTQVLVNNGETVVL..........GGIFQHSIT.NSV.DKVPLLGD...LPLLGALFRRSYENVGKS..ELLIFVTPK 576
consensus * ***** ****** !*** *** * *****!** *!*** **** * * *!*****!*

logo

L
T
I
V
E
M
L
V
N
R
S
K
I
N
S
Y
A
Q

E
Q
S
G
A
E
I
T
A
L
I
E
G
A
R
LKQKSAENAGKK

NTDB id 119301 AU66 RS18550 WP 000016747.1 TERYS..........NA.. 693
NTDB id 1347 HI 0435 AAC22094.1 ILKAGETLEALKQKSEGKK 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 ILKAGETLEALKQKSAGKK 445
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LVSSE.............. 412
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IMNNQAIAIGR........ 714
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VVIQ............... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VVIQ............... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VVIQ............... 580
consensus **



X non conserved

X similar

X ≥ 50% conserved


