logo

Ry

SCRLLDAVELNS LToVveAASRSELRBY G A YRAVFAPAL LAADL EKLDVAAL FsbRYELKLEXE WaArrREY T EQ

NTDB id 119301 AU66 RS18550 WP 000016747.1 MSGRLLDAVPLNSLTGVGAAQSSKLAKIGLHTVQ. ... ... ... DLLLHLPLRYEDRTH...LY.....

NTDB id 1347
NTDB id 1373
NTDB id 1433
NTDB id 1193
NTDB id 1186
NTDB id 1175
NTDB id 1408
consensus

logo

HI 0435 AAC22094.1 e e e e
NTHI RS02645 WP O11272046.1 . .ttt e e e e et e et e e
BW25113 RS17570 WP 000810087 . 1 . . e e
PAKAF RS26665 WP 003161249.1  .................... MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQP
GTE74 RS01320 WP 000788426 .1 . .ottt e et e e e e e e e e e e e et e e et e e e e e e
A1552VC RS12105 WP 000788426 . 1 . . . i ittt et e e e e e e e e e e e e
DSB67 RS13980 WP 010643500. 1 ..

N 4| K QT NTL
AR RELLPGYSNLY el evkNRE Ty N&R“VTVVEAKDﬁﬁRL+I&|IéééNE&AEVE E=LRq RRVXX%A&A&ﬁ A

NTDB id 119301 AU66 RS18550 WP 000016747.1 .PIGELLPGIYATVEGEVLNCNITFGGRRMMTC.QISDGSGHLT. .MRFFNFNAAMK.NS@ATGRRVLAYGEAKRGKYGA

NTDB id 1347
NTDB id 1373
NTDB id 1433
NTDB id 1193
NTDB id 1186
NTDB id 1175
NTDB id 1408
consensus

logo

HI 0435 AAC22094 .1
NTHI RS02645 WP O11272046.1 .ttt ettt e e e e et e e e e e e e e e et e
BW25113 RS17570 WP 000810087 . 1 . . o e e e e e e e e

PAKAF RS26665 WP 003161249.1 ARTALDLPGVQNKLGT. .KNRELSVGNTRSVTVVEAKDRTRBIINLTTLSSYTTRVEGNNI®F . .. .. VVVGNSPAGASVA
GTF74 RS01320 WP 000788426.1 . .. i e e i e MKNGEBKT..YVAQTW...... LTI®W. . ... VGLALCA......
A1552VC RS12105 WP 000788426.1 ... .. .. e e MKNGEKT . .YVAQTW...... LTI®W. . ... VGLALCA......
DSB67 RS13980 WP 010643500.1 .. .. e i e MKMRHGETLTPRKLTGL. ... .. FSIBW. . ... FSLLLAP......

& TRP EviL o MkRE PRS2 rRa AR EVIAQTLENiDEBXNééKgAVi EL?E EQXVDVBEYQE LélgLLKTQ

NTDB id 119301 AU66 RS18550 WP 000016747.1 EMIHPEYRLQGDLSTPELQETLTPVYPTTEGVKQATHRKETDQALELLDTCANABALPEELAQGHMSLPEAR. . . ... ..

NTDB id 1347
NTDB id 1373
NTDB id 1433

HI 0435 AAC22094 .1
NTHI RS02645 WP O011272046.1 ..ttt e e et e e e e e e e e e e e e e e e e e e e e
BW25113 RS17570 WP 000810087 . 1 . . o e e e e e e e

NTDB id 1193 PAKAF RS26665 WP 003161249.1 S.TAP...... VKASPAPASYAQPIKPKPYVPAGRAMRNMDFQRGEKGEGNYV INSDIFTLSPDEQEQGGKMRLDFAKTQ
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ... . . i, SS....MVFSAESATANQ EN DFRVNKEKAAVIL, V INASIZSAVVDMQKVQEGESIELLKTD
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .. ... . . v uunn. SS....MVFSAESATANQEENMDFRVNKEKAAVLEVEMASIZSAVVDMQKVQEGESIELLKTD
NTDB id 1408 DSB67 RS13980 WP 010643500.1 . i v ittt e e e e e e e ee e FVAAEEVQSNSEBK DFRTNKDKDAVI V INVSIHAATVD KRVQEG SIDLLNTS
consensus
10g0 < K V UL
wmwmﬁmw%umw“ﬁg 4ﬁLwMMamuzﬁ
NTDB id 119301 AU66 RS18550 WP 000016747.1  .....R.... ... . ... ... TLHRPPPTLQ.ADLETGKHPAQRR ILEELLAHN.SMLALRAGAQRYHAQPLSTNNILK
NTDB id 1347 HI 0435 AAC22004 . 1 e e e s e e e s e e s e e e s MKK KCG FIlVCFCLPRIV............. FANPKT
NTDB id 1373 NTHI RS02645 WP 011272046 . 1 et e e e e e e e e e e e e e e e e e e e e e e e e e e e e MKK KCG FIlVCFCLPRIV............. FANPKT
NTDB id 1433 BW25113 RS17570 WP 000815087 . 1 . . i i i ittt e e e e e e e e e e e e e e e e e e e e e e e e s e e e e e MKQ AAL LML .............. IPGVQAA
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPDALRVRLDVKDFATPVQFVNASAQSDRTS TIEPSGLYDYLVYQTDNR IRTVS TTEDAERR...... KKDNFAY
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VADDKLYLLDVKDFSTPVESVEVFRKEPSTQ VVTVDGEFQHD KGK REVV SKLK ADEKPK...... PKSVLEK
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VADDKLYLLDVKDFSTPVESVEVFRKEPSTQ VVTVDGEFQHD IRKGKM . IREVVESKI®K . ADEKPK...... PKSVLEK
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VKDDQLYLLDVKDFSTVVESVEVFRDTSTTREVAYIDEDYSHDM TGR LEVK GKIBK . ANEKAP...... DKSILDK

consensus

o

[
lcNoNoNoNoNoNeN



s DY FALh ALE&DFNWXSQ%Y%NMELBHVQQQY{ 1 el ooy

NTDB id 119301 AU66 RS18550 WP 000016747.1 KLLA 325
NTDB id 1347 HI 0435 AAC22094.1 NERFF I . A 101
NTDB id 1373 NTHI RS02645 WP 011272046.1 NECFF . 101
NTDB id 1433 BW25113 RS17570 WP 000815987.1 . QEK NLV SEVEIGH 93
NTDB id 1193 PAKAF RS26665 WP 003161249.1 . FTD NLVRASDWV[NGN 353
NTDB id 1186 GTF74 RS01320 WP 000788426.1 . 228
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GKL . 228
NTDB id 1408 DSB67 RS13980 WP 010643500.1 . 229
consensus * kokk ok kokokok * * ok * * ko b bkkx % * X * EE LS * * %k ok >k ok ok ok ok ok
e PR (R k' S DRNL :

<eEL e B KRR 12l SR TR Rug
NTDB id 119301 AU66 RS18550 WP 000016747.1  THLIIAE . . . o oottt et e e e e e e e e e e e e e e e e e e e 333
NTDB id 1347 HI 0435 AAC22094.1 SQSGKGQ...... N TTNEPHV HTARGEH VG K SETT . . . . . €SGS GSITD R NisL 170
NTDB id 1373 NTHI RS02645 WP 011272046.1 SQSGKGQ...... VA N TTNEPHV HTMRRH SR K SETT . . . . . ¢SGS 170
NTDB id 1433 BW25113 RS17570 WP 000815987.1 TAWQNNNIARREADQ AQANLPENRS IDINGEWNK . .. ...... GS T DlRTNL 163
NTDB id 1193 PAKAF RS26665 WP 003161249.1 A E AAR.E ELAQ QIAELAPISRRELQ AKA KLFQSVTSDGQEGKEGG GSIT D RTNE 432
NTDB id 1186 GTF74 RS01320 WP 000788426.1 K DLR . ERALJ2K AEELGDK INTK FAKAS GG....EENVN 303
NTDB id 1175 A1552VC RS12105 WP 000788426.1 K DLR . EMNA LK ENIANEN]ISSIMNTK « ([FAKAS GG. .. .ENVN LS R L DN 303
NTDB id 1408 DSB67 RS13980 WP 010643500.1 K DLR E AQLIAKQ EKEIGES I{IK FAKAS NG. .. .E[¢NTISESIDRCIS NN ye| SRR EILIZEN 304
consensus * * o okok * kK ok ok ok * ok * kokok o skokokokokokokkokokok kokk ok
logo LV g E%LD EQ Q|EA VT| |. \/B Vs

A g AU L,

.@LF = Bel LACKQKGCKARQAQREA | ASCQVQ VT VETHA L FQ L /\ s QHRF T EneSi

NTDB id 119301 AU66 RS18550 WP 000016747.1 408
NTDB id 1347 HI 0435 AAC22094.1 215
NTDB id 1373 NTHI RS02645 WP 011272046.1 215
NTDB id 1433 BW25113 RS17570 WP 000815987.1 208
NTDB id 1193 PAKAF RS26665 WP 003161249.1 477
NTDB id 1186 GTF74 RS01320 WP 000788426.1 348
NTDB id 1175 A1552VC RS12105 WP 000788426.1 348
NTDB id 1408 DSB67 RS13980 WP 010643500.1 349
consensus
s b LA TS AR B

FNARR éQ\pséiEé/Nl.AEK hEREEG o (igarP | KT o éEE VQBEL VNI:ATTS Aé \SlA @ID 2N
NTDB id 119301 AU66 RS18550 WP 000016747.1  ............ ALWEK[EQQQGFHPHQLIMTATPIPRT 456
NTDB id 1347 HI 0435 AAC22094.1 ENARRUBBERIN . . . .. ... ... ... . i TGN FEN . 262
NTDB id 1373 NTHI RS02645 WP 011272046.1 ENARRVBBERIN . . . . . .. .. . FEN . 262
NTDB id 1433 BW25113 RS17570 WP 000815987.1 HAG.GUEQVT. ... .. ... ... .. 243
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNW.SGY@®KDG. .. .NIIKDEDG 542
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GSH.S ESNLWQKELLAD . . . ..ot EASENSIA NP 404
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GSH.S ESNLWQK[LLAD. . ... ..o WARISTAIIQVAK 404
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GSH.T ENNLATILYDGGG. . ... E..o.o... . IWARYSTAIRQVAK 413

consensus %k %k %k %k %k * %k % % % X * * %k %k %k % * %k



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

119301 AU66 RS18550 WP 000016747.1

1347
1373
1433
1193
1186
1175
1408

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

119301 AU66 RS18550 WP 000016747.1

1347
1373
1433
1193
1186
1175
1408

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

119301 AU66 RS18550 WP 000016747.1

1347
1373
1433
1193
1186
1175
1408

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

119301 AU66 RS18550 WP 000016747.1

1347
1373
1433
1193
1186
1175
1408

consensus

HI 0435 AAC22094.1

NTHI RS02645 WP 011272046.1
Bw25113 RS17570 WP 000815987.1
PAKAF RS26665 WP 003161249.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.1
DSB67 RS13980 WP 010643500.1

HI 0435 AAC22094.1

NTHI RS02645 WP 011272046.1
Bw25113 RS17570 WP 000815987.1
PAKAF RS26665 WP 003161249.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.1
DSB67 RS13980 WP 010643500.1

HI 0435 AAC22094.1

NTHI RS02645 WP 011272046.1
BW25113 RS17570 WP 000815987.1
PAKAF RS26665 WP 003161249.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.1
DSB67 RS13980 WP 010643500.1

HI 0435 AAC22094.1

NTHI RS02645 WP 011272046.1
BW25113 RS17570 WP 000815987.1
PAKAF RS26665 WP 003161249.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.1
DSB67 RS13980 WP 010643500.1

[kl b Qb Pl Sk

YWVCTLIEESDLLEANMABATWEELKLAMZEENIGLVHGRMKP AEKQRV
LDLELSALIAJENRAYE I IIN\SPRL BKESS AR T

LDLELSALIBJENPRYET IASPRL
LDLELSALIOESM IIJASPRL )

LDL LSA |NeReNEET FaP . WETHKAS
LDLELSALQNiSKAEIISSPRL KNIANI

LMl

LDLELSALMNEMIWAETI INJSSPRL :KQPAYI
LDLELSALNNERYWAET IRISPRL . JSKPRIY RS

* S * | * * % % * |

T e o (S I

S

IE......... GVRVENASEMIIENPERLGLAQLHQLRGRVEREANAFHCVLLYKSPESKTA
................... dqQN e DK
................... dqn ARSI T W D4
................... D e K
..................... LNGPP. ........H. Nk
................... ETEEANE. . ... ... . 0.
................... GpyGEV S AT 1 WDy Q
................... Gi{GEIV [ T WDy

T okl s RPLLD.

1
ol LT
QKRL{\MAASRD SNBIGFAIAQKDLEIRGPEEBLGTROMGNEEFKVADISSR QA IISZEMQRBAIMH I HIY
I3HD KBE. C E
KB E

RYPQQAQA|H
A TINT QVINEIGET VL E ES
E. ES

. PMTTV]S PDTRRHEIIDRVRNACTTEGRQI

e

RHQSR . .

ITINT Q VINENGET | V L I3HD : RHQR . .
INTINT QVIAVISSIGET L [ IITRKNK . SGQ .
EMNAKIRUNDEGUERAN . . . . . ... .. IASNEQS . KNIV .

RENGENOAARN N{e3ogh

INITETQVLVANGET IZQHSNIN . NV .

RENGUNOAARYN N{e32Nn Fleps! . NIV .
*x ok * %k * | * %k k *

IIQHEEIN . NSV .

NVGISS. .
* | %% | %

INQMGINS . .
INQMGINS . .
E
*

WiqQ

JERSCETREALKQKSRAKK

TERYS.......... NA .. 693
KAGETLEALKQKSEGK 445
KAGETLEALKQKSAGKK 445

SSE. v i 412
NNQAIAIGR........ 714
TQ o oo 571
IQ oo 571

IQ. ... 580
* %

535
312
312
293
591
453
453
462

606
363
363
344
640
504
504
513

686
426
426
407
703
567
567
576



(>4 S

non conserved
similar
>50% conserved



