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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLT 84
NTDB id 119275 CD58 RS24410 WP 025215541.1 MNIRSRQRILIVDDEPDIRELLDITLGRMKLDTRSAKNLAEAQSLLMAEAFDLCLTDMRLPDGTGLELVQHIQQRYPQLPVAMIT 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMIT 82
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGE 169
NTDB id 119275 CD58 RS24410 WP 025215541.1 AYGSLETAIDALKAGAFDFLTKPVDLGRLRELVTSALRLPSVA...TPATTIERCLLGDSPPMRSVRKQIEKLARSQAPVYISGE 167
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGE 164
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLR 254
NTDB id 119275 CD58 RS24410 WP 025215541.1 SGCGKELVARLIHEQGPRTNQRFVPVNCGAIPTELMESEFFGHRRGSFSGAIEDKPGLFQAAHGGTLFLDEVADLPLAMQVKLLR 252
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLR 249
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQ 339
NTDB id 119275 CD58 RS24410 WP 025215541.1 AIQEKAVRAVGGQQEEVVDVRILCATHKDLDGEVAAGRFRQDLYYRLNVIELRVPPLRERREDIGLLAEHMLQRLAANAGSPAVK 337
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAAR 334
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLE 424
NTDB id 119275 CD58 RS24410 WP 025215541.1 LHPQALDALRNYRFPGNVRELENMLERAYTLCEHQQIEADDLRLAEGNGS................AEAGNPDLMQVDNLEDYLE 406
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA................SQEGAASLSEIDNLEDYLE 403
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 119275 CD58 RS24410 WP 025215541.1 DVERKLILQALEETRWNRTAAAQRLKLSFRSMRYRLKKLGLD....... 448
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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