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LFGI LALT
NTDB id 119274 CD58 RS24405 WP 025215540.1 MSAEASSPRVKQAQRLLRLYHLYRLSIGITLVLLISSNMDNRLLEFANDDLLRSGSWLYLVLNILLVVFLENTRRPARLFGLALT 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !! * !*!!*!!!!!!!!!*!!* !!!!!!! ** *! ***! * !!!*!!! !!!* *!!***! * **! !!!!
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NTDB id 119274 CD58 RS24405 WP 025215540.1 DVLLLSWLFFAAGGAPSAIGNLLIVSVAIGNTLLRGRIGLLIAAVATIGIVSSTFFLGLSDSNRPSSYLQAGTLGALCFAAALLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!!*!* !!*!*!! !!*!! !!*! !!!*! !!!!!!!!*!!! !**!** !!!! !! * * *!*!!! !! !!!!!!!**

logo QAGLTVRRLQEAQSTETLAEEQRAESETVAIGNLEAELNAL I LQRMRTGI LVLVDRSERQRAR I
V
L
QLANEQASALGNLLGRMQDHDLVQVGAQPS ILDGDRHYSMPAMLMVEHCRLMKQLQWLRLN

NTDB id 119274 CD58 RS24405 WP 025215540.1 QGLTRRLEASETLAEQRASEVIGLEALNALILQRMRTGILVLDRERRVQLANESALNLLGMHDLVGQPIDDYSMALVERLQLWLN 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*! !! ! *!!!!! !! ! !! !!!!!!!!!!!!!!!*! * !!! !! !! *!* ! ** *!* !**** !
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VAQHQAQQLMKLAGSLGRLTAGIAHE IRNPLGAI SHAAQLLQRESEE
NTDB id 119274 CD58 RS24405 WP 025215540.1 NPSLRPQSLTISGTGLTLQPSFIALGHNDQHQTLVFLEDLAQVAQHAQQLKLASLGRLTAGIAHEIRNPLGAISHAAQLLRESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!!!!!**! * * !*!*!!!!! ! * ! ** !*!!!!* !*!!*!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo LDNADAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQATETPQQRLDLKRAEWLAQQRFVDREQAYHPEGRSALARENDHQSEQLHLQS ILDGAPGDI
Y
Q
TTLRMDPDHQLNTQVL

NTDB id 119274 CD58 RS24405 WP 025215540.1 LNDADRRLTQIIQDHSQRMNRVIENVLQLSRRQQTTPQRLDLRAWLAQFVRQAHESAAEHQQLHLSIDPGDYTTLMDPDQLTQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! *!!!!!!!!!!*! !!! !!!!!!!!!!! ! !! !!!* !! !! * !!! * *!! ! !!!*!! !!!
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SNLLVQRNAGLWRHYSAMQALHEGQRAGEQAVWLKSLAF IRDPEHSDQLPSTVLDE I ILDDNGPGVPTADEKQLQANHNLFEPFFTTESNSKQGTGLGLYLSRELCESNQAR I

LDFYKR
NTDB id 119274 CD58 RS24405 WP 025215540.1 DNLLRNAWRHSAMLHEQAEAWLKLFIDPHSQLSTLDILDNGPGVTAEQQAHLFEPFFTTSNQGTGLGLYLSRELCESNQARLDFK 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus !!* !* !*!! ! * !! ! !!*! !* !*!*! !!!!*!* *!!!!!!!! !!!!!!!!!!!!!!!!!!!*!**
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PREEQGGGCFR ITFAHGPRKLQI

S

NTDB id 119274 CD58 RS24405 WP 025215540.1 PR.QGGGCFRITFAHGRKQI 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus *!* !!!!!!!!!!!*!!
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