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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 119269 CD58 RS20650 WP 025214876.1 FGEA.DAGERVVLPTLRKLGVQALDLMLLSHADADHAGGARAVRNGLSTTRVISGDPAAL.......PDELQAGACDSGERWEWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
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NTDB id 119269 CD58 RS20650 WP 025214876.1 PHSVLISRGQGNAFGHPHPRVLARYRRLGMAIYDSAEQGAIRLQLGAHEP..PFTEAGQRRYWRSPPPAGPKAGH........ 748
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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