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MKGRLLDAVPLSSLTGVGAALSNKLAKINLHTVQDLLLHLPLRYEDRTHLYP IGELLPGVYATVEGEVLNCNI SFGGRRMMTCQI
NTDB id 119116 CF58 RS22920 WP 000678446.1 MKGRLLDAVPLSSLTGVGAALSNKLAKINLHTVQDLLLHLPLRYEDRTHLYPIGELLPGVYATVEGEVLNCNISFGGRRMMTCQI 85
NTDB id 9 SA RS13865 WP 000697877.1 ..................................................................................... 0
consensus *************************************************************************************
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SDGSGI LTMRFFNFSAAMKNSLATGRRVLAYGEAKRGKYGAEMIHPEYRVQGDLSTPELQETLTPVYPTTEGVKQATLRKLTDQA
NTDB id 119116 CF58 RS22920 WP 000678446.1 SDGSGILTMRFFNFSAAMKNSLATGRRVLAYGEAKRGKYGAEMIHPEYRVQGDLSTPELQETLTPVYPTTEGVKQATLRKLTDQA 170
NTDB id 9 SA RS13865 WP 000697877.1 ..................................................................................... 0
consensus *************************************************************************************
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LDLLDTCAI EELLPPELSQGMMTLPEALRTLHRPPPTLQLSDLETGQHPAQRRL I LEELLAHNLSMLALRAGAQRFHAQPLSAND
NTDB id 119116 CF58 RS22920 WP 000678446.1 LDLLDTCAIEELLPPELSQGMMTLPEALRTLHRPPPTLQLSDLETGQHPAQRRLILEELLAHNLSMLALRAGAQRFHAQPLSAND 255
NTDB id 9 SA RS13865 WP 000697877.1 ..................................................................................... 0
consensus *************************************************************************************
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NTDB id 119116 CF58 RS22920 WP 000678446.1 TLKNKLLAALPFKPTGAQARVVAEIERDMALDVPMMRLVQGDVGSGKTLVAALAALRAIAHGKQVALMAPTELLAEQHANNFRNW 340
NTDB id 9 SA RS13865 WP 000697877.1 ..............................................................MKILIVEDDFVIAESLASELKKW 23
consensus ************************************************************** * ** * **!! *! * !
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NTDB id 119116 CF58 RS22920 WP 000678446.1 FAPLGIEVGWLAGKQKGKARLAQQEAIASGQVQMIVGTHAIFQEQVQFNGLALVIIDEQHRFGVHQR.LAL..WEKGQQQGFHPH 422
NTDB id 9 SA RS13865 WP 000697877.1 NYGVIVVE......................................QFDDILS.......IFNQHQPQLVLLDINLPTLNGFHWC 63
consensus ** * **************************************!! * ******* ! !!**! !** * *!!!*
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NTDB id 119116 CF58 RS22920 WP 000678446.1 QLIMTATPIPRTLAMTAYADLDTSVIDELPPGRTPVTT....VAIPDTRRTDIIDRVRHACITEGRQAYWVCTLIEESELLEAQA 503
NTDB id 9 SA RS13865 WP 000697877.1 QEIRKTSNVPIIFISSRIDNMDQIMA..IQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAK..... 141
consensus ! ! ***! * *! * *****! * ***** ** * ** ! * ** !!!! * *****
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NTDB id 119116 CF58 RS22920 WP 000678446.1 AEATWEEL..KLALPELNVGLVHGRMKPVEKQAVMASFKQGELHLLVATTVIEVGVDVPNASLMIIENPERLGLAQLHQLRGRVG 586
NTDB id 9 SA RS13865 WP 000697877.1 ..VVYQEQNIQLSLTELQIL...............KLLFQNE......................................DKYVS 171
consensus ** * ! ** ! !*!!** *************** ! !************************************** !



logo RGTALVAI ESHKCVWELLSEYKNFTI
P
D
L
D
S
K
NTALAVNMTQRI

LRKLKQLVLNRTDIGSNVDNDGF IV IATKQKDNLVEGI
Y
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NTDB id 119116 CF58 RS22920 WP 000678446.1 RGAVASHCVLLYKTPLSKTA.....QIRLQVLRDSNDGFVIAQKDLEIRGPGELLGTRQTGNAEFKVADLLRDQAMIPEVQRLAR 666
NTDB id 9 SA RS13865 WP 000697877.1 RTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGY.................KV.................. 221
consensus ! !* *! * ! ***** *! * !*! ! * *****************!!******************
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HIHERYPQQAKAL I ERWMPETERYSNA
NTDB id 119116 CF58 RS22920 WP 000678446.1 HIHERYPQQAKALIERWMPETERYSNA 693
NTDB id 9 SA RS13865 WP 000697877.1 ........................... 221
consensus ***************************
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