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NTDB id 281 KZH43 RS03550 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 245 SPD RS03860 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 243 SPR RS03635 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 118183 KHU1 RS18690 WP 015239036.1 EK.QGQENSEVSVEDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLG 545
NTDB id 85 BSU 00860 NP 387967.1 EK.QGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLG 545
NTDB id 610 V4T04 RS10165 WP 012897346.1 ...KEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLG 554
NTDB id 290 KZH43 RS10025 WP 001109677.1 ...PV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 289 SPD RS10700 WP 001109677.1 ...PV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
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NTDB id 377 SMU RS09275 WP 002262344.1 ...LLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLG 552
NTDB id 297 STER RS00545 WP 011680614.1 ...KFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLG 555
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NTDB id 290 KZH43 RS10025 WP 001109677.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 289 SPD RS10700 WP 001109677.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
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NTDB id 297 STER RS00545 WP 011680614.1 PTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNIL 640
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NTDB id 241 SP RS04015 WP 000882523.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 281 KZH43 RS03550 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 245 SPD RS03860 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 243 SPR RS03635 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 118183 KHU1 RS18690 WP 015239036.1 KKHLTDIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIDKGQHIVLDVEDGE 800
NTDB id 85 BSU 00860 NP 387967.1 KKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGE 800
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