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NTDB id 118153 KHU1 RS11070 WP 007408264.1 ...............................MERISWNQYFMAQ..SHLLALRS.......TCPRLSVGATIVRDKRMIA 40
NTDB id 1435 BW25113 RS00535 WP 000360904.1 .......MDKQRGFTLIELMVVIGIIAILSAIGIPAYQNYLRKAALTDMLQTFVPYRTAVELCA.LEHGGL.....DTCD 67
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCV.YSTNET.....TNCT 73
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCV.YSTNET.....TSCT 73
NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICI.YNVGDKKI...SECS 76
NTDB id 1467 ASU2 RS05095 WP 014991735.1 ..MKHIIKPIQQAFTLIELMIVIAIIAILATVAIPSYNNYTKKAALSELLAASSAYKTDVEICI.YNTGAT.....NSCF 72
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NTDB id 118153 KHU1 RS11070 WP 007408264.1 GGYNGSIAGGVHCADEGCLLIDNHCQRTIH.......AEMNAILQCSKFGVPTEGAEIYVTHYPCIQCCKSIIQAGIKTV 113
NTDB id 1435 BW25113 RS00535 WP 000360904.1 GGSNGIPSP....TTTRYVSAMSVAKGVVSLTGQESLNGLSVVMTPGWD..NANGVTGW..TRNCNIQSDSALQQA.... 135
NTDB id 1365 NTHI RS01955 WP 011271973.1 GGKNGIAADIT..TAKGYVKSVTTSNGAITVKGDGTLANMEYILQATGN..AATG.VTW..TTTCKGTDASLFPANF... 143
NTDB id 1354 HI 0299 AAC21963.1 GGKNGIAADIK..TAKGYVASVITQSGGITVKGNGTLANMEYILQAKGN..AAAG.VTW..TTTCKGTDASLFPANF... 143
NTDB id 1383 A4U84 RS08530 WP 005711781.1 SGKNGVRADKSDVPDAKYLKSISVASGVITVAGKGNIDGYGYTMTPK.F..ANNN.ITW..ATSCQGADISLFPANF... 147
NTDB id 1467 ASU2 RS05095 WP 014991735.1 SGANGIKN.GDDLKNSKYLDSVSVTAGTITVNGKGSVAGYGYTLTPD.Y..SSKT.LTW..KTTCSGEDKSLFPAAF... 142
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NTDB id 118153 KHU1 RS11070 WP 007408264.1 YYAEDYKTQPYAKELFSQAGVKVEQVELDEMIIDLKNREKLSFVAGLIQQLSDAGVKADELKKIHEQANELFTSYV 189
NTDB id 1435 BW25113 RS00535 WP 000360904.1 ...........CEDVFRFDDAN...................................................... 146
NTDB id 1365 NTHI RS01955 WP 011271973.1 ...........CGSVTQ........................................................... 149
NTDB id 1354 HI 0299 AAC21963.1 ...........CGSVTK........................................................... 149
NTDB id 1383 A4U84 RS08530 WP 005711781.1 ...........CGQKATP.......................................................... 154
NTDB id 1467 ASU2 RS05095 WP 014991735.1 ...........CSE.............................................................. 145
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