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NTDB id 1028 TT RS08215 WP 011173991.1 HRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLI.......ERFYGKAELSEIAKEFAKKQAEEEVPS 498
NTDB id 1384 A4U84 RS08525 WP 010787006.1 VQETEHKLWLAVDDENNLTACEIFAFM.TH....KQIEPVVIASDELKYLLNALSPEQQPIYEESELAFVEQE..........QE 109
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NTDB id 1028 TT RS08215 WP 011173991.1 PLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVR 583
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QLNL.NDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFS 193
NTDB id 118150 KHU1 RS10670 WP 012117985.1 .....MKNIETYSRNIINEAYTARASDIHIVPRERDAFIHFRIGHALVKKRVLKKEECVRLISHFKFLSAMDIGERRKPQNGSLS 80
NTDB id 96 BSU 24730 NP 390353.1 .....MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
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NTDB id 1028 TT RS08215 WP 011173991.1 YREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA. 666
NTDB id 1384 A4U84 RS08525 WP 010787006.1 FTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 118150 KHU1 RS10670 WP 012117985.1 LPLP.TETVHLRMSTLPTMNDESLVIRLLPKRQI.PPLDKLSLFRGAGAALLSFLKHSHGLLLFTGPTGSGKTTTLYSLVNYAKR 163
NTDB id 96 BSU 24730 NP 390353.1 LKLK.EGNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKK 163
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NTDB id 1028 TT RS08215 WP 011173991.1 TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAI 751
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAV 362
NTDB id 118150 KHU1 RS10670 WP 012117985.1 HFNRRIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLSSLHTRDAKGAI 248
NTDB id 96 BSU 24730 NP 390353.1 HFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAI 248
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NTDB id 1028 TT RS08215 WP 011173991.1 TRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPE....TLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHE 832
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCDECYQGYRG..RIGVYQC.......LSRTAK......KFDKQTAYLD 432
NTDB id 118150 KHU1 RS10670 WP 012117985.1 YRLLEFGVNMTEIEQTVIAIAAQRLVDLTCPFCKEENCSVYCRMYRQTRRAGIYEL.......LYGKNLTQCFQ.EAKGEHANFQ 325
NTDB id 96 BSU 24730 NP 390353.1 YRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYEL.......LYGKNLQQCIQ.EAKGNHANYQ 325
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NTDB id 1028 TT RS08215 WP 011173991.1 LLVVDDEIRHAIVAGKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1384 A4U84 RS08525 WP 010787006.1 FSSLRESAKQKIEQQLTNET..........................EVDRVLGYE.. 461
NTDB id 118150 KHU1 RS10670 WP 012117985.1 YQTLRRLIRKGIALGYVTTD..........................NYDRWVYHEAD 356
NTDB id 96 BSU 24730 NP 390353.1 YQTLRQIIRKGIALGYLTTN..........................NYDRWVYHEKD 356
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