logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

118107 STAB904 RS08720 WP 002991468.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

118107 STAB904 RS08720 WP 002991468.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

118107 STAB904 RS08720 WP 002991468.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

118107 STAB904 RS08720 WP 002991468.1
381 SMU RS09890 WP 002262650.1

consensus

P s el oo, 00 LT ADAN )

. NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT
MKHLKTFYKK FQLLVVIVISFFSGALGSFSI QLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT
AMKHLKTFYKK FQLLVVIVISFFSGALGSFSI QLTQKSS\YNWHSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT

ISNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT

.. NS NNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT

...... MPSMGHI LK SS| G| . TH U VYT TRIA VRSV AVVSVIf

MNNTHESHEPELISWEIP . FIRAF §iG . NKS . FSNIG KR

%k 5k 5k 5k 3k >k ok | sk %k %k %k ok k k skok ok |oskosk | sk sk sk sk sk k %k ok 5k 5k 3k >k k ok ok k  skookokokok |k sk sk ok ok ok ok ok kok

Vel o IV LlRL

Tl l Lok ]

Vg oorordsssSEY Y

1k ok ok ok ok ok ok ok ok ! Pl DD Do D Doskor Dotk Dotk Dok 1L

G ANRISER TG DRI AL SeITO s s Tl

KVEQYVAEFGDSSKLTVGETAIAIGSPLGS YANTVTQGIVSSLERNVSE SEDGQEI T[MAIQTDE
DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT,
DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT,
DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT,
DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT,
DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETATAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT
DT SD AVVKISS K J{TVAEF DS KLIJVGEJAIAIGSPLG YAN VTQGIVSSLERHV LKIJE G | STHAIQTDIN

NG, ANDélN AL

MSTSVEG GFAIP NDY NITEQLEKNGKVHMRPALGIQMVNLSH
AINPGNSGGPLINIQGQVIGITSSKIAT]RS ....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
AINPGNSGGPLINIQGQVIGITSSKIAT|HS M GTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN
AINPGNSGGPLINIQGQVIGITSSKIAT]S BN GTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN

AINPGNSGGPLINIQGQVIGITSSKIAT|HES M GTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN
AINPGNSGGPLINIQGQVIGITSSKIAT|ES NG TSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN

148
147
147
147
147
147
153
152

228
227
227
227
227
227
233
232

304
301
301
301
301
301
313
310



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

118107 STAB904 RS08720 WP 002991468.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

118107 STAB904 RS08720 WP 002991468.1
381 SMU RS09890 WP 002262650.1

consensus

)LD

N‘)N/\

TS o A L)

[

R

Q MPA G LEKYDVITK DD@EI S D QSALYJHHSIN |MIK TYYR GKE TT

WITSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS

STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS
STIYA F8 NIP EVTEG VINSVIgHEMP ARG LIN)YDVITiY DEKH [SH:-DLQS LYMEHMINDTIK T YREESVITIN

* %k % Pk 1k |

ffiles,

DT Taxsl s

X non conserved
B similar
> 50% conserved

G LIGKYDVIT)X D{EKIY ASp DLQSHILYIMHIIGDIIIK T = YRINGNY Tip

* 1k e N kokok Dok Doe Dl Dk ] AR ENENRES LR

397
393
393
393
393
393
407
402

384
381
381
381
381
381
393
390



