logo

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 118035 STAB1101 RS04435 WP 011054528.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 118035 STAB1101 RS04435 WP 011054528.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 118035 STAB1101 RS04435 WP 011054528.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 118035 STAB1101 RS04435 WP 011054528.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 118035 STAB1101 RS04435 WP 011054528.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

R ArReSyF AR NFTL P TN sV T ok et oy uAnerec .,

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLI TLQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE IKDL
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHEGLSENPQAVIQLAINRATEEIKDL NN
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL N
BUYKLKKESEA D [EFE BF VETEIFGEMT IILQ M [gd Y SVDEHLIE SHVES [ B¥ FRE EEggpiaii
MLIKL QK QD THSHNNPITEAEN.

sk Do Dokokokokokokokokok Dokokok Dok DD Dok D Dokok DUk D Dok Dok Dokokokok Dok D1 Dok | skokokosk ok | skok ok ok ok ok ok skok ok ok o ok ok ok ok % ok

eV e KO Tol A scARPLeow) latbl s vl R R T

ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS

ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS

. GDABFI§KSNG
ok ok ok ok ok ok ok ok ok kkkokokokokok | L kok | Kok ok ok ok kR ok ok | okokok kok sk ok kR ok okok ok Dok Doskokokokokok Dok DD 1k Dok | skoskokoskok ok ok ok o Kok

VTR TSttt 1 A LA AR ES ST A

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ

sokkor Dok Dl ok Dokskoskoskoiskok Dok D Dok D lskok Dok Dok DD Dok Dok D |

LT DAEIAYLEEIRL R 2L LRI [ e TN LR

NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESTASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF

TN TN UL bbb sk b sk DL E b b iskskrskskrsk b borskr Ll |1 1k | ok ok ok ok ok ok

T e

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

Uskskskkokok || XTI EIEETEE S

156
156
156
156
159
154

236
236
236
236
238
233

316
316
316
316
318
313

396
396
396
396
398
393



logo

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 118035 STAB1101 RS04435 WP 011054528.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

LN L I FE N

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
JIGGFGLGL LA@NQIVE LXGE TVKDNBPKG IFEVK

JIVKDIK PG FEI: /19X ¢
EEETE I [ D1 sk ok ok ok ok ok K ok ok ok ok

X non conserved
B similar
>50Y% conserved

444
444
444
444
436
435



