
logo MKQEQLMKRTKRSVGCIYVRVSTEIMSQDS ITDEGKFYS IDNGQINTQIKEYCDQFHGHFYEVFKDIYADRGI
VSGKSTMNRPELQR I

MLKDAKEGKYI
LDCVMI

VYKTNS
NTDB id 117774 BE24 RS11725 WP 038679389.1 MKEMKRKSVGCYVRVSTISQDIDKFSINGQITQIKEYCQFHGYEVFDIYADRGVSGKTMNRPELQRMLKDAKEGKLDCVMIYKTS 85
NTDB id 11 SA RS00430 WP 001186602.1 MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQRILKDAKEGYIDCVMVYKTN 85
consensus ! *! ! !!*!!!!!! ! * *!! !!! !!!!!! !!**!! !!!!!!!*!!!*!!!!!!!!*!!!!!!! *!!!!*!!!

logo RLARNTSDLLKTIVEDGLHKQNVEFFSLSENRMEKFVDNSTNSSGKLLMLQI LASFSEFERNNIAVEGNAVFMGQLTRRASQEGYYQGNLPLAGYDKIPDN
NTDB id 117774 BE24 RS11725 WP 038679389.1 RLARNTSDLLTIVEGLHKQNVEFFSLSENMKFDSNSGKLLLQILASFSEFERNNIAEGAFMGQLRRSQEGYYQGNLPLAYDKIPD 170
NTDB id 11 SA RS00430 WP 001186602.1 RLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGNLPLGYDKIPN 170
consensus !!!!!!!!!! !!! !!!!!!!!!!!!! ! * !!!!*!!!!!!!!!!!!!!! ! !!!! !! !!!!!!!!!!!*!!!!!

logo

N
SKHELMINQHEANIVKYI FESYAKGHGYRKIANALNHKGYVTKKGKNPFS I SAS IVSTYI LASNPFYIGKIQFAKYKDWNSDEKRRKGLNDK

NTDB id 117774 BE24 RS11725 WP 038679389.1 NKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSISAVSYILSNPFYIGKIQFAKYKDWNDKRRKGLNDK 255
NTDB id 11 SA RS00430 WP 001186602.1 SKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAKYKDWSEKRRKGLNDK 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! **!!! !!!!!!!!!!!!!!!! *!!!!!!!!!

logo PVIAEGKHSTP I INSQDSLWDKVQAMRKKQVSEQKPQVHGKGTNLLTGI I FHCEPKQCGAAPMYAASNTTNTLKDGTKKR IRYYSCSNFRNKGSK
NTDB id 117774 BE24 RS11725 WP 038679389.1 PVIAEGKHTPIISQSLWDKVQARKKQVSEKPQVHGKGTNLLTGIIFCEKCGAAYAASNTTNTLKDGTKKRIRYYSCSNFRNKGSK 340
NTDB id 11 SA RS00430 WP 001186602.1 PVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKDGTKKRIRYYSCSNFRNKGSK 340
consensus !!!!!!!!*!!! ! !!!!!! !!!!!! !!!!!!!!!!!!!!!!*!* !!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VCSANSVRADVI EDKYVMDKQI LE IVKSDKVI
L
K
Q
Q
RVVETHRVNQENHQVDGVAALHNHDIAYKQQQFYDE I

V
N
Q
I
TKLKNNL IKQTI EDNPDLTSAVI

L
K
RP

NTDB id 117774 BE24 RS11725 WP 038679389.1 VCSANSVRADVIEKYVMDQILEIVKSDKVLKQVVERVNQENHVDVAALNHDIAYKQQQFDEINTKLKNLIQTIEDNPDLTSALKP 425
NTDB id 11 SA RS00430 WP 001186602.1 VCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYDEVQIKLNNLIKTIEDNPDLTSVIRP 425
consensus !!!!!!!!!!!!! !!! !!!!!!!!!!!* !! *!!!!!*!! !!!*!!!!!!!!!*!!** !! !!! !!!!!!!!!! **!

logo

S
TIHQKQYEKTQLNDITNQINQLKNQQQNEQDEKPLSFYDATKEQI S IKI

LLQRHI FHQDNI EKHS IMDEKSQRLKALYLSTVIDHR IDIKRKDGNHKKQFYVTLKLNN
NTDB id 117774 BE24 RS11725 WP 038679389.1 TIHQYETQLNDITNQINQLKQQQNQEKPSYDTKQISIILRHIFQNIESMDKSQLKALYLTVIDHIDIRKDGNHKKQFYVTLKLNN 510
NTDB id 11 SA RS00430 WP 001186602.1 SIQKYEKQLNDITNQINQLKNQQNEDKPLFDAKEISKLLQHIFHDIKHIEKSRLKALYLSVIDRIDIKKDGNHKKQFYVTLKLNN 510
consensus *!* !! !!!!!!!!!!!!!*!!! *!! *! ! !! *! !!!* ! ***!! !!!!!!*!!!*!!!*!!!!!!!!!!!!!!!!!

logo E I IKQLFNNKTPQLDEVHLLSTSSLFLPQTLFYLKTI
NTDB id 117774 BE24 RS11725 WP 038679389.1 EIIKQLFNNTPLDEVLLSTSSLFLPQTLFLKI 542
NTDB id 11 SA RS00430 WP 001186602.1 EIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
consensus !!!!!!!!! *!!!!*!!!!!!!!!!!!*! !



X non conserved

X similar

X ≥ 50% conserved


