
logo MKQVAMIGYLRQSTMTKQQSLPAAQKQTAIKETAI
LAEKKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITEQL IQQGQCDI

VLCCYRLNRLHRNLKNAL
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL 85
NTDB id 117773 BE24 RS11720 WP 038679387.1 MKQAMGYLRQSTTKQQSLPAQKQAIKTLAKKHNIQHITFYSDKQSGRTDKRNGYQQITQLIQQGQCDVLCCYRLNRLHRNLKNAL 85
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
consensus !!!**!!!!!!!*!!!!!*!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!!!!!!

logo KL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVKRSNGLIQKEKARKQGRKML ITTHAPFGYEHYKHHNGATF ITIDNKQTVNKE
NTDB id 10 SA RS00435 WP 000815646.1 KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE 170
NTDB id 117773 BE24 RS11720 WP 038679387.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVSNGIKEKARQGKLITTHAPFGYHYKHGTFTINKNE 170
NTDB id 1 SACOL RS00225 WP 000806247.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK 170
consensus !!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!!*!**!*!*!* **

logo

A
SPTVI

KAVFNYYLIKQGHNYGYKKITAQFLYLEAEDDNTKFLYIDNRQKPYQVRNI I ILMNPNYCGRVNINQYGQFYEDNMFPSAIVSTSTIYEQEAQRVLTRSTQKPQI
VKQR

NTDB id 10 SA RS00435 WP 000815646.1 SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ 255
NTDB id 117773 BE24 RS11720 WP 038679387.1 SPTVIAVFNYYIQGNGYKKITQFLEEDNKLIDRKPYQVRNIIMNPNYCGRVINQYGQYDNMFPAIVSTTIYEEAQVTRTQKQVKR 255
NTDB id 1 SACOL RS00225 WP 000806247.1 APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR 255
consensus *!!!*!!!!!!**! !!!!!*!*!!*!***!*!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!!!*!!**!*!!**!*

logo

T
K
S
PSDENQLKQKIKCPCYCNDTSTLTNMTVIRKKHNHTLRYYVCSPKQNMNASRFVCDEFKGINAQAETLEADTKSVLAEYVTCKQDFYFQNQRQI

LYTSKIKNGHNATIDQKQ
NTDB id 10 SA RS00435 WP 000815646.1 TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK 340
NTDB id 117773 BE24 RS11720 WP 038679387.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKNHTLRYYVCSQNMNASRFVCEFKGINAQALEASVLYTCQDFFQNQQLYSKINNTIQQ 340
NTDB id 1 SACOL RS00225 WP 000806247.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
consensus **!*!!!!!!!!!!*!**!!!!!!*!!!*!!!!!!!!**!!!!!!!!!*!!!!!!! !! *!! *!*!!*!!!**!*!!* *!**

logo RLIKGRQRNDI EKTVHKHNTTLTNQHEQL I EKLARQDGI
KIDAETFRKEQSTQSLLRQQPSQKRP I

T
L
S
TS I SNEGTHQYQIRQHKRTAI

F
E
QNVI IQKQRFTLNI

MLYPYI EDTE INHITSKDNK
NTDB id 10 SA RS00435 WP 000815646.1 RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK 425
NTDB id 117773 BE24 RS11720 WP 038679387.1 RIKGQRDIEVKNTLNHEQLIEKLARGKIDAETFRKQSQSLLQQSKPTLSINEQQIQRAFENVIQQRFTLNMLYPYIDEIHISKNK 425
NTDB id 1 SACOL RS00225 WP 000806247.1 RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
consensus !*!*!!*!! * !!**!!!!!!!!***!!!!!!!*!*!!!*!!*****!!* !!*****!*!!*!!!!!*!!!!!**!*!*!*!

logo

N
SLAIVGIYFKNEPLNIVKNQATTMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 117773 BE24 RS11720 WP 038679387.1 SLVGIYFKNEPLNIVNQATQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 SLAGIYFKNEPLNIVKQTMELSIV 449
consensus *!*!!!!!!!!!!!!*!****!!*

X non conserved

X similar

X ≥ 50% conserved


