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NTDB id 117711 AW43 RS04835 WP 162879357.1 VAQLPRKIETEFKIIEVLQQKNYQTFVVSAQLSPQQAKQKMILQWHAQEKAQIGEIWKGELRLRPISSRLNMGGFDKQQWYFAKG 170
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NTDB id 1359 HI 0061 AAC21739.1 ITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGFCL 246
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NTDB id 117711 AW43 RS04835 WP 162879357.1 IRLIQFLLPLKWVTPTLPIIVGLLFAWFYAELAGFSIPTSRAFFALTVVSWVKLWRRSYSVWQFFLLVVALLLLGEPCMILSSSF 340
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NTDB id 117711 AW43 RS04835 WP 162879357.1 WLSVGAVSVLMLWYQIFPLSLLHWRGKKITESPWRNCRWFFSLLHLQLGLLWLFTPVQLLLFQGIALTSFMANVLVVPIYSVILI 425
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NTDB id 117711 AW43 RS04835 WP 162879357.1 PLILLAVITQGAFSSWSIANTVAKYVTMLLTPLQSHWVVFSQQEILCLIAILALTFIILIWYLYDLKKESLKC.YAKVPRFFHLN 509
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NTDB id 117711 AW43 RS04835 WP 162879357.1 QMRLLNPSLKWKTYLLAVVISLYCFLQILYKEISQPLWRLDTLDVGQGLANLIVVNGKGVLYDTGASWAGGSMAELEIIPYLQRE 594
NTDB id 1359 HI 0061 AAC21739.1 LSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQRE 582
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LL IVDSD
NTDB id 117711 AW43 RS04835 WP 162879357.1 GIELEQVILSHDDNDHVGGAETILKHYPQAKLMTASAQNYGKTDRTFCEAGKTWTWQHLTFKALSPTKIVKRAKNTDSCVLLISD 679
NTDB id 1359 HI 0061 AAC21739.1 GIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDD 667
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NTDB id 1359 HI 0061 AAC21739.1 GKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTA 752
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