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NTDB id 1171346 DYB47 RS09855 WP 040841664.1 .MLLRKIKAGILLYALLMAAVFSLMLQFYLDRVVATERQNKMQLLSSKSYLIALITRDSVKEHSGQFEFSDGVSHYNIVN 79
NTDB id 400 FSA28 RS09375 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
NTDB id 391 SMU RS09005 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
consensus *****!!!!!*!!!!!*!*!*!!!*!!!!!*!!!!!!!!!**!!**!!*!!!!**!*!**!***!!**!**!*!*!****
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NTDB id 1171346 DYB47 RS09855 WP 040841664.1 GRLQIDIKMKDDVFYHYHFPYKVKDNQNK..IKENKEIKREMERKDIK. 125
NTDB id 400 FSA28 RS09375 WP 002263441.1 GELLIKVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFTKSIEKRHFQK 129
NTDB id 391 SMU RS09005 WP 002263441.1 GELLIKVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFTKSIEKRHFQK 129
consensus !*!*!*****!***!*!*!***************!!******!******
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X ≥ 50% conserved


