
logo MDNPKNFLLFQKSAEFYRRRYHNFATLVL IVIPLVCL IL IVFLVF I FLCLFAKKE I
VTVI

LSDNTGEVIASP I
L
TKVVIDVIQSYKSDSYSP I ISKENNLDTNDNAHRA

NTDB id 359 SMU RS01430 WP 002263524.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
NTDB id 1171337 DYB47 RS08360 WP 003080055.1 MNPNLFKSAEFYRRRYHNFATVLIIPLVCLLVFLFIFLLFAKKEVTVLSNGEISPLKVIDVIQSKSDYPISENNLTDNRA 80
NTDB id 404 SMU RS08660 WP 002263739.1 MNPNLFKSAEFYRRRYHNFATVLIIPLVCLLVFLFIFLLFAKKEVTVLSDGEISPIKVIDVIQSKSDYPISENNLTDNHA 80
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logo VEKKRGDVL I EQYSVENNPASAPNNTRQTGEGQNKNNQI
N
I
Q
K
N
E
Q
R
SQKNRKEQENKENKQQQNKNKHNQKNGNQGSQKNQNQNKQKNKKKDSQKSNNNQSQQNKQGQKKTKN

NTDB id 359 SMU RS01430 WP 002263524.1 VEKGDVLIEYSENASPNRQTEQKNIIKERQKREEKEK...KKHQK.....S......KKKKKSKS...........K..K 133
NTDB id 1171337 DYB47 RS08360 WP 003080055.1 VKKGDVLIQYVNPAANTRQGGNNQN..QSQNKQNKNQQQNNKNQKNGNQGQKNQNQNQNKKDQKNNNQSQQNKQGQKKTN 158
NTDB id 404 SMU RS08660 WP 002263739.1 VKKRDVLIQYVNPAANTRQGGNNQNQNQSQNKQNKNQQQNNKNQKNGNQGQKNQNQNQNKKDQKNNNQSQQNKQGQKKTN 160
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logo

A
QSKQDNKQKQKNKNQNKNKQSKQDNKEQSNSGNQNQSNDNDWENNQENTNKQKNVDSKI

V
F
TASEQDGI

V IHTNPKYDEGAENI
L IPKRQGTE IAQI

LYPDIQNKTRKQVL ITY
NTDB id 359 SMU RS01430 WP 002263524.1 ASKDKKK......KSKDKESS....SDDENETKKVSIFASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITY 203
NTDB id 1171337 DYB47 RS08360 WP 003080055.1 QSQNQQNKNQNKNQSQNKQNGNQNQNNWNQNNQNDKVTASQDGVIHTNPKYEGENLIPRGTEIAQLYPDINKTRQVLITY 238
NTDB id 404 SMU RS08660 WP 002263739.1 QSQNQQNKNQNKNQSQNKQNGNQNQNNWNQNNQNDKVTASQDGVIHTNPKYEGENLIPRGTEIAQLYPDINKTRQVLITY 240
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logo YAVSSDKDVVTSRMLKKQGQTKATHRLSALETKKVGNDKQVIVS I ERGKINNSVIASSAATTTKKGNLVFKVTAKVAKVSKKNDSKQLTIKYGMLTQGKTVITVI
V
D
EK

NTDB id 359 SMU RS01430 WP 002263524.1 YASSDDVVSMKKGQTARLSLEKKGNDKVVIEGKINNVASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDK 283
NTDB id 1171337 DYB47 RS08360 WP 003080055.1 YVSSKDVTRLKQGQKTRLALTKVGNDQISIRGKINSIASAATTTKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEK 318
NTDB id 404 SMU RS08660 WP 002263739.1 YVSSKDVTRLKQGQKTHLALTKVGNDQISIRGKINSIASAATTTKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEK 320
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logo KTYFFDYFYKDKLLHNKMNDQNK
NTDB id 359 SMU RS01430 WP 002263524.1 KTYFDYFKDKLLHKMDN 300
NTDB id 1171337 DYB47 RS08360 WP 003080055.1 KTFFDYYKDKLLNKNQK 335
NTDB id 404 SMU RS08660 WP 002263739.1 KTFFDYYKDKLLNKNQK 337
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X non conserved
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X ≥ 50% conserved


