
logo ML
INNRVVLVGRMLTKRDAPVDELRYTSPNSNGQAAVGATFSTMLAVNRNQTFKTNAQSNGDEREADF INI

CVTIWRKQRSQAENFLVANW
F
A
L
TKKGTSLALVGI

V
T
DGR I

LQTR
NTDB id 1171335 DYB47 RS08225 WP 003081501.1 MINNVVLVGRMTRDAELRYTPSNQAVATFTLAVNRNFKNQNGEREADFINIVIWRQQAENLANWAKKGTLLGITGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!*!!!!!!*!*! *!!!!****!!*!!**!!!!*!*!**!*!!!!!!!*!*!!**!!!*!!* !!!*!*!**!!*!!!

logo NYENQQGQRVFYVTEVQVVAEDSNVFSQFILLEPSKRANTAGTGRTGENQSGQRQSGSDGASGQGNSFYNAESNGQNNSGNGGSQYFGSGGNQNDQNSDGPFGSTGSNPQSQANQNPTGQSNQRARSNPQQAAGPNFGNSFRTDNQADEND
NTDB id 1171335 DYB47 RS08225 WP 003081501.1 NYENQQGQRVYVTEVVADNFQILESRAARENQSS.....SYNAGNNN....FSGN....DFSSQSAPSQSQAPNFGRDEN 147
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAAN.NTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGN.SFNDD 154
consensus !!!!!!!!!!*!!!!*******!!** * ** * *! ***** * * * !***** * ***! ***

logo PFAGNDNSGKNQAPMIDI SDDDLPF
NTDB id 1171335 DYB47 RS08225 WP 003081501.1 PF.GNSNPMDISDDDLPF 164
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
consensus !!*******!!!!!!!!!
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