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NTDB id 1171334 DYB47 RS08215 WP 003082374.1 MKKGYIWYLLLAALACYFIVTAFFPALHLVFNTMLILAIAFILMGLGSRSAILAFIGLGFLSIYLKDTFHFHYSIGPLFA 80
NTDB id 365 SMU RS08505 WP 002262670.1 MKKNYFWYGLLGLLALYLITIAFIPGFHIFFSNMLMLALFFMLIALSNRSIFFFFLALGFLSIYLKDIFHFDYSTGPLFT 80
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NTDB id 1171334 DYB47 RS08215 WP 003082374.1 GLVLIGVIINGILKPRYSYHYKKYFNPYFEGNKRTYDSDDEANIYLKTLFSENMSYITSQQISHLFITTKFGGQYVDLSQ 160
NTDB id 365 SMU RS08505 WP 002262670.1 GIIIIGVILNSFLKPHYSYSYKG..NHYFNMKQHANYIDNETDVFLKTLFSENTSYVTSQELNKIIIDTKFGEQSVDLSQ 158
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LR IPNSHNWKI INKATHSSPFASTI SFSGFYPSTENDGDQFQINTVLTLTGTVAMGSTLVNIQY
NTDB id 1171334 DYB47 RS08215 WP 003082374.1 AQFMTDSPEIHLDVSFADTTIRIPSHWKIINKASSPFATISFSGYPSTEDQQITVLLTGTVAMGTVNIQY 230
NTDB id 365 SMU RS08505 WP 002262670.1 AQFMTDSPEIHIDVSFGETNLRIPNNWKIINKTHSPFASISFSGFPSTNGDFINVTLTGTVAMGSLNIQY 228
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