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NTDB id 1171331 DYB47 RS07840 WP 003082170.1 MSGIITFIIIFGILVLVHEYGHFYFAKKSGILVREFAIGMGPKVFAHQGKDGTAYTIRILPLGGYVRMAGWGEDSTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!!!**!!***!**!!*!!!*!!!*!!!!!!!!!!!!!!!*!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!
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NTDB id 1171331 DYB47 RS07840 WP 003082170.1 GSPAALTLNDQGLVTRINLSDKQQDQTSLPIYVTAYDLEDKLEITGRVLDETKTYKVDHDATIIEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !!!!*!!!***!*!*!!!!!!*!*!!!*!!**!!!!!!!!!!*!!!*!!*!!!!!*!!!!!!!*!!!!!!*!!!!*!!!!
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NTDB id 1171331 DYB47 RS07840 WP 003082170.1 QKASIKGRLITNFAGPMNNFILGILVFMLLVFIQGGVPNEASNQVRISPQSAVEKAGFQDNDRILKIENEKVKDWATLTD 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
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logo AVLHRKEANTAQNKLFKSAKNGEDKS ILKS IVRTAVKTRKSHNGQLEKETFINSVRKPKQEKVSKQGRSYTF ILGVMSPAVLKTGLTKDKVIAFGAGFKQLMS
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NTDB id 1171331 DYB47 RS07840 WP 003082170.1 AVHKATANLKANEKIKIRAKTKHG.LKTFNVRPKKVKGRYTIGVMPALKTGLTDKVAGAFKLSWDSAFRILNALKNLILH 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!*************!***!***!**!*!****!*!**!!*!*!!!!!*!!**!*!***!**!**!!**!!*!!**
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NTDB id 1171331 DYB47 RS07840 WP 003082170.1 PNLNKLGGPVAIYQMSSTAAKEGIIQVLELMALLSINLGIFNLIPIPALDGGKILINLIEAVRKKPLRQETETYVTLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus **!!!!!!!!!**!!!**!***!*!**!*!!**!!!!!!!!!!!!!!!!!!!!!**!*!!!*!*!!!*!!*!*!*!!!!!
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NTDB id 1171331 DYB47 RS07840 WP 003082170.1 LVMVALMIAVTWNDIMRTFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus *!!!*!!!!!!!!!!!!*!!
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