
logo MSDNRSTHI
LEEKYQTWDLTTI

VFAPSTDAKADWEKTEEYEKSLTI
V
D
QDLEKAKAKSAGKYASGHLLDSASKQNSLLEGAITELYLMASLMSRRLEKI

LYVYASMKRND
NTDB id 1171327 DYB47 RS07070 WP 003081223.1 MSDNRSHIEEKYQWDLTTVFPSDKAWEKEEKSLIDDLEAAKGKSGHLLDSSQSLLEITELYLALSRRLEKLYVYASMRND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!*!!!! !!!!!*!**! !! ! ! * !! ! * !!!!!! !! !!!!* ! !!!!!*!!!!!!*!!

logo QDTTVGSLYYQELYQAKRASTANLAYASKQFLNSEQAFAFYFYEPEFMALLDSDKEKKNLYAQDEFKLETEQCEPDGLGLLPYDQHFYFEKRLFLAKNQKDEHVLSQEKAEEAELLAAEA
NTDB id 1171327 DYB47 RS07070 WP 003081223.1 QDTTVSYYQELQARATALAAKFNQAFAFYEPEFMLLSKENYQDFLTECPDLLPYQHFFEKLFKQKEHVLSQKEEALLAEA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!! !!! !!*!* ! !!!**!!!!! ! *! *! ! *! !*!!*! *!*!!!!! ! !!! !

logo

G
S
D
E I FGNAGAPSTDETFENI

VLDNADI LVFPWVSDEGMQGDEKVVELSTHGNF I STLMESKDNRDI
VRKEGAYEAMYGS ITYEQFYQHTYAKQTLQGTNVVKAVHN

NTDB id 1171327 DYB47 RS07070 WP 003081223.1 SEIFGAASETFEILDNADIVFPWVSDEMGEKVELSHGNFISLMESKNRDVRKEAYEAMYSIYEQYQHTYAKTLQTNVKAN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ****!! *!!!!!!*!!!!!! !* !!!*!!!!!*!!!!! !!*!! !!!!!! !!!*!!!!! !!! !! *

logo NFYQAKI
VRHNYGNSAREHAALAANF IPEASVYDLSL ILEASVNKHLPLLHQRYLVDKLRKQKI

VLGLDELKMYDLVYTPLSEATDEMTASFLTYEAEASLK
NTDB id 1171327 DYB47 RS07070 WP 003081223.1 NFQAKIRNYGSAREAALAANFIPEAVYDLLIEAVNKHLPLLQRYVKLRQKILGLDELKMYDLYTPLSEADMSFTYEAALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !*!!!*!*! !!!*!!!!!!!!!! !!! !*! !!!!!!!!*!!* !! !*!!!!!!!!!!*!!!!!! * !!! !!

logo KAEEVLAI
VFGETAEYASEKGRVHARAFRTERWIDVHQPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNT

NTDB id 1171327 DYB47 RS07070 WP 003081223.1 KAEEVLAVFGTAYAERVHRAFRERWIDVQVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!!!!!*!! ! !! !! !!!!!!**!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKEVKTDDKRQTRFAI LNHYLDDGFKGTVFRQTQFAEFEDHAR IHYEKADAQASGQI
VLTASDFY

NTDB id 1171327 DYB47 RS07070 WP 003081223.1 QPYVYGDYSIFLAEIASTTNENILTETLLKEVTDDRQRFAILNHYLDDFKGTVFRQTQFAEFEDRIYKADQAGQVLTSDY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!* !!!!!!!!!! !!!!!!!!!!!!!!!* !* !! !!*!! !*

logo

L
MNKNLYADLNEKYYGNLKSAKEDNPYEKIQFYEWAER IPHFYMYNFYYVYQYATGFAAANSFYLAEQKIVHGATEQEDKDEAKYLDTYLKAGNSSDYPL

NTDB id 1171327 DYB47 RS07070 WP 003081223.1 LNNLYADLNEKYYGLSKEDNPKIQYEWARIPHFYYNFYVYQYATGFAAANFLAQKIVHGAQEDKDKYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !!!* !!*!! !!!!!! !*!!!!!!!!!!!! *!! !!!!! !!!* !! !!!!! !!!!!



logo

E
NVIAKKAGLVDMTDNSTDVYLDAQAFKVFEDERL IVELEAKLVEKGI

V
H
V
L
Q
S

NTDB id 1171327 DYB47 RS07070 WP 003081223.1 NVIAKAGLDMTDSVYLDQAFKVFEERLIELEKLVEKGIVQ. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!*!!! * !!! !!!!!!*!!*!!! !!!!!** *

X non conserved

X similar

X ≥ 50% conserved


