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SADPGNNSPTKKTQNVLAQFFTDKEKAGKRHSNSAQFKSKDQNAQSDETAPNSKQGALADESVLTEDNAV
NTDB id 1171325 DYB47 RS06490 WP 003080950.1 MRKKNRQQQRFLVSIAALLVLAALSYFATNDKIADGNPTKQVAQFFTDKEKAGKRHSNAFSDNQDTPNKGLADSVLTENV 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKK...TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL...............SQKKQASEAPSQALAESVLTDAV 62
NTDB id 221 SPD RS09380 WP 001036779.1 MNKK...TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL...............SQKKQASEAPSQALAESVLTDAV 62
NTDB id 187 SPR RS08930 WP 001036779.1 MNKK...TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL...............SQKKQASEAPSQALAESVLTDAV 62
NTDB id 152 SP RS09870 WP 001036779.1 MNKK...TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL...............SQKKQASEAPSQALAESVLTDAV 62
consensus !*!! ****!*****!!*!***!!*******!***!**** *********!***!!*!!!!**!
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NTDB id 1171325 DYB47 RS06490 WP 003080950.1 KQILGNQLKWNGAGAYILNHNKTDLNAKVASIPYAVNETKIIQGRMVPTVANALLAKSTRQYRSRREMTNKETYWRPAGW 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 221 SPD RS09380 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 187 SPR RS08930 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 152 SP RS09870 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
consensus !******!*!!!*!!*!*!*!!!*!*!!!*!*!!!*!*!!******!!!!!!!!!*!*!!!!**!*!**!**!*!*!*!!

logo HQLVHKGNLAKGTSYNTHAVDRGHLLAGYSALVIGGLKDDGFDASTSNPKNIATVQTAWSANQAGQSADESYSTGQNYYETSMKI
VRKALDSQNKRVRYRV

NTDB id 1171325 DYB47 RS06490 WP 003080950.1 HQLHGLAGTYNHAVDRGHLLAYSLVGGLKDFDASTSNPKNIATQTAWSNQAGSDSSTGQNYYETMIRKALDSNKRVRYRV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 221 SPD RS09380 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 187 SPR RS08930 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 152 SP RS09870 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
consensus !!***!*!*!*!!!!!!!!!*!*!*!!!**!!!!!!!!!!!!*!!!!*!!!****!!!!!!!!***!!!!!*!!!!!!!!
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NTDB id 1171325 DYB47 RS06490 WP 003080950.1 TLIYDTNN.ILASGRQLEAKSSDKSLEFNVFIPNVQPGLTFDYTTGKVQKN. 290
NTDB id 262 KZH43 RS08770 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!**!*****!**!*!!!!!!**!!!!!**!!!!*!!**!!*!!*!****
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