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NTDB id 1171321 DYB47 RS05980 WP 003081678.1 MGRGKLTPQDKKDMKIISANLQGLLDEYEITQSHLATLLKIPKSSLNEYVKGKSLPKAGNVQKLADYFGLKKSDIDPRFS 80
NTDB id 405 SMU RS06370 WP 002262721.1 MGRGKLTPQDLEAMKAISANLQRLLAESGMKQSHLATILNIPTSSLNEYVKGKSLPKIGNIQKIADYFGLQKSDIDPRFA 80
consensus !!!!!!!!!! !! !!!!!! !! ! * !!!!!!*! !! !!!!!!!!!!!!!! !!*!!*!!!!!! !!!!!!!!
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NTDB id 1171321 DYB47 RS05980 WP 003081678.1 TKTTSFAVEKISNISRQLESKRQKKVLAFCQQQLADQKETAAVKNK........PSDNAKADYQKAVETFIAKELEDQNR 152
NTDB id 405 SMU RS06370 WP 002262721.1 SKKDSSTLDKINHIAKQLEMKRQIKVLDFCYQQSKEQDETASLSASDETTEDKVADKSNHTQYQKVVDSFIAKELNDQTI 160
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VWVGHEKAQETIKQYPAIP IPEHDIAL IRVNGNSMEPLFYDNGDLVI FVKKT
NTDB id 1171321 DYB47 RS05980 WP 003081678.1 IDLNNIKKVKDLYQALGHKYEDVILYGEVSAGTGVWVGHEKAETIQYPAPIPEHDIALRVNGNSMEPLFYDGDLIFVKKT 232
NTDB id 405 SMU RS06370 WP 002262721.1 IHWDNVIKAKDLYQTFGRQYENIQIYGEVSAGTGIWVGHEKQETIKYPIPIPEHDIALIVNGNSMEPLFYNGDVIFVKKT 240
consensus !* !* ! !!!!! !* !! * *!!!!!!!!!*!!!!!! !!! !! !!!!!!!!! !!!!!!!!!!! !!*!!!!!!

logo KATIHHGQI IVAVIVNNEAYVKKFLYRKNKE IRL I SLNPDYDNDI I LKEDNDTIDE I
V IGTVIT

NTDB id 1171321 DYB47 RS05980 WP 003081678.1 KTIHHGQIIVAIVNNEAYVKKFYRKNKEIRLISLNPDYNDIILKENDTIDIIGTVIT 289
NTDB id 405 SMU RS06370 WP 002262721.1 KAIHHGQIIVVIVNNEAYVKKLYRKNKEIRLISLNPDYDDIILKEDDTIEVIGTVIT 297
consensus ! !!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!! !!!**!!!!!!
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