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NTDB id 114 BSU 16110 NP 389493.1 ..MDQAAVCLTICRINQL....LSPSLLLKWWKADPSMSLTSPVLQTVTRDQIKAAALKNEIEQFYPKLPRVL.....AA 69
NTDB id 626 LCA RS04960 WP 011374694.1 .MLTKNQLLLKVHL..AAGFGTISELRLAAWLSTSHNWALS.....ALEIAQIA.....RLPERYWP...TFQASFQSTT 64
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQPLLALNRMKRIG........PRTVLKLQKRWPDLN.LMFQLSSVDLEEA...GLPSWLAQTIKNFDPDFIKTD 66
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFDL....FRWKKAGMTNLG...VNKLLKFFRKYDRKI.SLRQM..GQVAQV...KSIPNFIEQYKNQDVKKLRAD 66
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEI....YKLKKSGLTNQQ...ILKVLEYGENVDQEL.LLGDI..ADISGC...RNPAVFMERYFQIDDAHLEKE 67
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEI....YKLKKSGLTNQQ...ILKVLEYGENVDQEL.LLGDI..ADISGC...RNPAVFMERYFQIDDAHLSKE 67
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEI....YKLKKSGLTNQQ...ILKVLEYGENVDQEL.LLGDI..ADISGC...RNPAVFMERYFQIDDAHLSKE 67
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEI....YKLKKSGLTNQQ...ILKVLEYGENVDQEL.LLGDI..ADISGC...RNPAVFMERYFQIDDAHLSKE 67
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEI....YKLKKSGLTNQQ...ILKVLEYGENVDQEL.LLGDI..ADISGC...RNPAVFMERYFQIDDAHLSKE 67
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEI....YKLKKSGLTNQQ...VLAVLEYGENVDQEL.LLGDI..AEISGC...RNPAVFMERYFQIDDAHLEKE 67
NTDB id 1171316 DYB47 RS04890 WP 003081306.1 ..MDNFQL....FKLKKAGLTNLN...ILKIIEYQKTKKKSL.SLRDM..AVVSGC...REPLLFMEQYKNLNSSVLRKE 65
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQL....FKLKKAGLTNLN...ILNIIDYEERTQKSL.SLRDM..AVVSKN...KKPLIFMEHYKNLDSKALRKE 65
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NTDB id 114 BSU 16110 NP 389493.1 YRE......QGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWV 143
NTDB id 626 LCA RS04960 WP 011374694.1 LQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLK.QPCLAVVGARQATHYSKQSLEQLLQGLT..ATT 141
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LN..WLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALT.QPSLAIVGSRNASVTGNENARAFSREISRHGVS 143
NTDB id 599 KW2 RS05940 WP 021037268.1 YK..KFSS......FSILDDLYPERLREIYNPPVLIFYQGNIDLLK.NPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFT 136
NTDB id 525 SMSK321 RS06295 WP 000705298.1 FK..KIPS......FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELV 137
NTDB id 267 KZH43 RS05590 WP 000705306.1 FQ..KFPS......FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.NELV 137
NTDB id 226 SPD RS05990 WP 000705306.1 FQ..KFPS......FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.NELV 137
NTDB id 192 SPR RS05715 WP 000705306.1 FQ..KFPS......FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.NELV 137
NTDB id 157 SP RS06205 WP 000705306.1 FQ..KFPS......FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.NELV 137
NTDB id 497 SM12261 RS05565 WP 000705318.1 FQ..KFPS......FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.NELV 137
NTDB id 1171316 DYB47 RS04890 WP 003081306.1 FN..RFSS......LSIFDKDYPLELKNIYNPPALLFYKGNIDLLQ.SKKLAIVGSRSSSQNGIDAVKKIVQELG.NRFV 135
NTDB id 407 SMU RS04605 WP 002262865.1 FN..RFPS......LSILDKEYPLELKNIYNPPVLLFYQGDLDLLA.RPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFV 135
consensus ** **** ****** !!**! **** !******!****!* *****!!*! * ** ********** * **

logo I IVSGLALQSRKGAIDGATHSMASAHAELMGSVACVSAI
L
E
R
K
Q
A
G
R
S
T
N
K
G
L
T
G
P
R
S
A
K
P
S
TIGAVLIAGGTGFILNQDHIMCVHSYIFYPLPRKQREAHNELRKHKQRI

LAQQEDHQVYLMVI STAGHEKNHKYNDQGHI
LLVLSEFHYAESPGALPEKQGTSERKPQAP I

Q
R
L
A
R
K
G
W
Y
F
Q
HFPLMEARNKR I I SAGLSCEHLQR

NTDB id 114 BSU 16110 NP 389493.1 IVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSE 223
NTDB id 626 LCA RS04960 WP 011374694.1 IISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCH 221
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSL 223
NTDB id 599 KW2 RS05940 WP 021037268.1 IVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSR 216
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 267 KZH43 RS05590 WP 000705306.1 IVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 226 SPD RS05990 WP 000705306.1 IVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 192 SPR RS05715 WP 000705306.1 IVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 157 SP RS06205 WP 000705306.1 IVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 497 SM12261 RS05565 WP 000705318.1 IVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 1171316 DYB47 RS04890 WP 003081306.1 IVSGLARGIDTSAHLAVLRNGGSSIAVIGTGLDMYYPKENKQLQDYIAHNHLLLSEYGPGSRPLKYHFPERNRIIAGLSQ 215
NTDB id 407 SMU RS04605 WP 002262865.1 IISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQ 215
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NTDB id 114 BSU 16110 NP 389493.1 GVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF...... 297
NTDB id 626 LCA RS04960 WP 011374694.1 SLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD............. 288
NTDB id 1250 GCO85 RS13065 WP 027219989.1 CILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLA 303
NTDB id 599 KW2 RS05940 WP 021037268.1 GVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.............. 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............... 282
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NTDB id 192 SPR RS05715 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............... 282
NTDB id 157 SP RS06205 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............... 282
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