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NTDB id 1171314 DYB47 RS04600 WP 003081868.1 MKNKQNNSLLRQMAPYLKGYKLLFGLAIIFTIISSIVTVIGPDRLKEITDIMTKGLTGKIDLDKIAGISFFYAFLYIAGG 80
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGA 79
consensus * !!! !!!!!!!!!! !!!!!*!!!!*!! *!!!!!!!!!!*!! !!!!! !!!!!!!!* ! ! !! !!*

logo LVSYATASF IVSTL IQKFVSQRLRNAIADKINKVPLAKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVASAI
V
I
VLL IGS I FM

NTDB id 1171314 DYB47 RS04600 WP 003081868.1 LVSYAASFIVSTLIQKVSQRLRNAIADKINKVPLAYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVSAVVLLIGSIFM 160
NTDB id 370 SMU RS04260 WP 002263294.1 LVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFM 159
consensus !!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !**!!!!!!!!

logo MIKTNGALAATAI LSVFAGFSVI
LSSTI

V IMAVKSQPFLFKKRQQADNLADSVSGYVEE I
VYSGHNVVSSYNAI

RQQSKKQQFEKNLNDSQLFAS
NTDB id 1171314 DYB47 RS04600 WP 003081868.1 MIKTNGALAATAILSVFAGFSISSIIMVKSQPFFKRQQDNLASVSGYVEEIYSGHNVVSSYNARQQSKQQFEKLNSQLFS 240
NTDB id 370 SMU RS04260 WP 002263294.1 MIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFA 239
consensus !!!!!!!!!!!!!!!!!!!! *!**!! !!!! !!*!! !!! !!!!!!!*!!!!!!!!!!!! !!!! !!! !! !!!

logo SMWKSQFFSGIMMPLMMQF IGNFGYVMVC IVGATMAINGDHITI
MGTIVAFMTYVR I FTQP IASQIAQGITQLQSANAAI

MGRVF
NTDB id 1171314 DYB47 RS04600 WP 003081868.1 SMWKSQFFSGIMMPMMQFIGNFGYVMVCIVGATMAINGHITIGTIVAFMTYVRIFTQPISQIAQGITQLQSANAAIGRVF 320
NTDB id 370 SMU RS04260 WP 002263294.1 SMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVF 319
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!

logo EFLDEEKE I
MEDTEDNHYKKVKQLDEKVEGNI

V
I
NFDENVFFGYDSPTDKTI IHDFSAHQAKAGQKIA IVGPTGAGKTTIVNLLMRFYEVDNKRG

NTDB id 1171314 DYB47 RS04600 WP 003081868.1 EFLDEKEMETEDYKKKQLDKVEGNIIFENVFFGYDTDKTIIHDFSAQAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVNKG 400
NTDB id 370 SMU RS04260 WP 002263294.1 EFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
consensus !!!!! !*! ! *! !!!*!!!!!* !*!!!!!! *!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!

logo

M
RI S IDGVNIHDMKTREKEVHDAFAMVLQDTWLFEKGTVKENL IYNQKHITDEQVIAAAKAI

VGVHHF IKTLPKGYDTVLDDSVT
NTDB id 1171314 DYB47 RS04600 WP 003081868.1 RISIDGVNIHDMKREEVHDAFAMVLQDTWLFKGTVKENLIYNQKHITDEQVIAAAKAIGVHHFIKTLPKGYDTVLDDSVT 480
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVT 479
consensus !!!!!!!!!!! ! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo LSVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGKRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQG
NTDB id 1171314 DYB47 RS04600 WP 003081868.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDKLMEGKTSFVIAHRLSTIRNADLILVMKDGNIIEQG 560
NTDB id 370 SMU RS04260 WP 002263294.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQG 559
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo

N
SHDNQLMAEQNGFYADLYNSQFTEEVA

NTDB id 1171314 DYB47 RS04600 WP 003081868.1 NHNQLMAQNGFYADLYNSQFTEEVA 585
NTDB id 370 SMU RS04260 WP 002263294.1 SHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !!!! !!!!!!!!!!!!!!!!!
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