
logo MFKI FKRLNAKEWGMI
VLLSTAVF ICLAVWMDLKTPEYMSNITTLLQTKGTKTAVSDIMDPGSKMLFMFSFGSFFMAI

VLVGFLAS
NTDB id 1171313 DYB47 RS04595 WP 003080340.1 MFKIFKRLNAKEWGMILLSTVFICLAVWMDLKTPEYMSNITTLLQTKGTKVSDIMDPGSKMLFFSFGSFFMAILVGFLAS 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!*!!!!!!!

logo RTAASFTTRLRSDS I FNQRVMDYSEAE IKKFS IPSLLTRTTNDLTQLQI LMITVMGMQVVTRGP IMAVWALTKIWGKNSDEKWTAGA
NTDB id 1171313 DYB47 RS04595 WP 003080340.1 RTAASFTTRLRSSIFNQVMDYSEAEIKKFSIPSLLTRTTNDLTQLQILITMGMQVVTRGPIMAVWALTKIWGKNDKWTAA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!! ! !!*!

logo VGVAVFL IVVF I LMLSVLMFVAFPRQRKQVQGSLTDADLNGSTTRESLTGVRVVRAYNAEDYQDATKFKERENKNLTKLNLFLVYRLMSL
NTDB id 1171313 DYB47 RS04595 WP 003080340.1 VGVAVFVVFILLSVLMFVAFPRQRKVQGLTDDLNGTTRESLTGVRVVRAYNAEDYQDAKFKEENKNLTKLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!! *!!!*!!!!!!!!!!!!! !! !!! !! !!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!! !!!!!!!

logo MNPVMTVVSGSGLTLAIYW I
VGASYI
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NTDB id 1171313 DYB47 RS04595 WP 003080340.1 MNPVMTVVSGGLTLAIYWVGSYIINDVKVSAVNAAAAAGAVKERVSIFSDMVVFSSYAMQVVIGFMMMVAIFIILPRALV 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!!!!!!! !!!!!!!!*! !**!!*!** !! !!* *!*!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo SAKR INEVLALNSTSTVHQFKEKYSTKQAGNDTENAGRKGE I
VEFHDNVSFRYSKNSRAVI

VEHRVSFKSAKNATGDETVAF IGSTGSGKSTLVNL IP
NTDB id 1171313 DYB47 RS04595 WP 003080340.1 SAKRINEVLALNTTVQFKEKTQGNTEGRKGEIEFHNVSFRYSKNSRAVVERVSFKANTGDTVAFIGSTGSGKSTLVNLIP 400
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKA.DNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIP 399
consensus !!!!!!!!!!!!**!*!!! * ** *!!!!*!!! !!!!!!!!!!!!*!*!!! ! !*!!!!!!!!!!!!!!!!!!!!

logo RFYDATDEGWIKIDGIKI
V
E
Q
D
NYSHDNDLNNKVGYIPQRSAVLFSGTI

VRSNIAEFGKQSDLQASPLDDATAKIWEALELAQAKDNFVEAEKEK
NTDB id 1171313 DYB47 RS04595 WP 003080340.1 RFYDATDGWIKIDGIKIENYSHNDLNNKVGYIPQSAVLFSGTVRSNIEFGKSLQSPLDDTAIWEALELAQAKDFVEAKEK 480
NTDB id 369 SMU RS04255 WP 002263293.1 RFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEK 479
consensus !!!!!!*!!!!!!!!!* !!! !!!!!!!!!!! !!!!!!!*!!!! !! ! ! !!!! !!!!!!!!!!! !!! !!!

logo GLDTEVAQAGGTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRENDELAKKTGKEQMTKL IVAQR I STIMDADHQI
NTDB id 1171313 DYB47 RS04595 WP 003080340.1 GLDTEVAQAGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILREELAKKTGQMTKLIVAQRISTIMDADQI 560
NTDB id 369 SMU RS04255 WP 002263293.1 GLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHI 559
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!! !!!!!!!!!!!!!!!!!*!



logo

I
LVLDKQGKVVGQGTHEKELLADNNDNIYQE IAYSQLSKEELENEGK

NTDB id 1171313 DYB47 RS04595 WP 003080340.1 IVLDKGKVVGQGTHEELLADNNIYQEIAYSQLSKEELENEK 601
NTDB id 369 SMU RS04255 WP 002263293.1 LVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus *!!! !!!!!!!!! !!!! ! !!!!!!!!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


