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NTDB id 1171312 DYB47 RS04590 WP 003078644.1 MKEPLGQFRILLNTIENRVQEISKGYDIESLAGPQGSTVVFLLKNQDQELFIKDIEKELQVSKSVASNLVKRMQKNGFVK 80
NTDB id 368 SMU RS04250 WP 002263292.1 MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRMEKNGFIS 80
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NTDB id 1171312 DYB47 RS04590 WP 003078644.1 IIPSLSDKRRKQVVLTPFGLEKAKEMQFFLNDIYDAVLADIKPEELAVAKKVFRQIQSNLENRE 144
NTDB id 368 SMU RS04250 WP 002263292.1 VIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE 144
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