
logo MLKI
LENKLVTGGYVANIPVLKNDI

V
S
TFEVADGELLVGL IGLNGAGKSTTINE I IGLLTPYAGGKQI SA IDGLTLI LQEQSDGPADSYRKQKIGFYIP

NTDB id 1171301 DYB47 RS02050 WP 003081097.1 MLKIENLTGGYVNIPVLKNISFEVADGELLGLIGLNGAGKSTTINEIIGLLTPYAGKISIDGLTLLESGADYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!**!!!!*!!!!!!***!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!*!*!!!!!*****!*!!*!!!*!!

logo ETPSLYEELTLREHI
LETVALMAYDGI

L
E
DVATLEVGLMAEVRAQDSKLYLKLFRLEDDEKLDWFPSTHQFSKGMKQKVMI ICAFAIVDNPSLF IVDEPF

NTDB id 1171301 DYB47 RS02050 WP 003081097.1 ETPSLYEELTLREHIETVAMAYDIEVALVLERAQSLLKLFRLEDKLDWFPSHFSKGMKQKVMIICAFAVDPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!!!!*!!!*!!!***!**** !!***!!!!!!**!!!!!!**!!!!!!!!!!!!!!!*!*!!!!!!!!!!

logo LGLDPVLAIASDLTI ELLANEEKANKGKAS I LMSTHVLDSAEKMCDRFVI LHHGQVIRLAQGTI
L
A
D
EELRTQHTFGDDESQSASLSNDIYMHQLTKEG

NTDB id 1171301 DYB47 RS02050 WP 003081097.1 LGLDPVAIADLTELLANEKAKGKSILMSTHVLDSAEKMCDRFVILHHGQIRAQGTLAELRTHFGDEQASLSDIYMHLTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!*!!*!!*!!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!**!!!**!!!**!!!*!!!!*!!!*

logo EYLS
NTDB id 1171301 DYB47 RS02050 WP 003081097.1 EY. 242
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus !**

X non conserved

X similar

X ≥ 50% conserved


