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NTDB id 1171270 C7S16 RS25555 WP 009902750.1 MFSFFKRFKKAPDAAPAEPQQAPDAAGESAAPEAARVDAPAAPVSRGEYSEAP..AAERPRSDAPAPVR....ATPPVSP 74
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAA.........KVESEVAQIV.GNIKEDVESLAESVKGRAESAVETVSGAVEQVKE 70
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NTDB id 1171270 C7S16 RS25555 WP 009902750.1 AAATPESPAGQPSAAEAARAPSVVMTVTPAANGRNGVVETVEIVPPPAPEPAAKKSWIARLKSGLAKTSS....SITNVF 150
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVAEMPSEAGEA..AE..RVESAKEAVAETVGEAVG.....QVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVF 141
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NTDB id 1171270 C7S16 RS25555 WP 009902750.1 VNTKIDDALYEELETALLMSDAGVDATEHLLGALREKVRTGRLTDPQQVKDALRGLLVELLTPLEKSLVLGR.AQPLVMM 229
NTDB id 1118 NGFG RS11455 WP 003696286.1 GGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIM 221
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NTDB id 1171270 C7S16 RS25555 WP 009902750.1 IAGVNGAGKTTSIGKLAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARNIDV 309
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDI 301
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NTDB id 1171270 C7S16 RS25555 WP 009902750.1 MMADTAGRLPTQLHLMEELRKVKRVIGKAHDGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILA 389
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILA 381
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NTDB id 1171270 C7S16 RS25555 WP 009902750.1 AIARQRPIPVYFIGVGEKVEDLQPFSAEEFADALLG 425
NTDB id 1118 NGFG RS11455 WP 003696286.1 ALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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