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NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMBBJIGEESG LD MLWNKIAIY YE EVDNAV{ESIL
NTDB id 1113 AAA85695.1 219..1451( ) QMEBJIGEESG LD MLINKINAIY YE EVDNAV[EML
NTDB id 1252 GC085 RSO07730 WP 011213805.1 QMVIAIGEESGAL FIMLEJKVAMN YE EV NAVDEL
NTDB id 1171113 ACOQN4 RS08285 WP 153714433.1 QMVEJIGEESGALD MLESIKRANEYE FVDN VDNL
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIPAIGEESGALD MLEJKVAW YE EVDNFVD[EL
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVINIGEESGALD MLIKVAW YEFEVDRIAVD[EL
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVIAIGEESGALDEMLINKV Ay YEEVDNAVDL
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 LVISAMYLPIF LISV [N 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LVVAMYLPIF LISV [e 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 L VAMYLP F LGVV 410
NTDB id 1113 AAA85695.1 219..1451( ) L VAMYLP F LGNVVEES 410
NTDB id 1252 GC0O85 RSO07730 WP 011213805.1 LVVAMYLPIFRILGSAVES 406
NTDB id 1171113 ACOQN4 RS08285 WP 153714433.1 |RAWNINARNSIEIICIAAY . 414
NTDB id 1198 PSJM300 03950 AFN76868.1 L AMYLPIF GSVV 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LV AMYLPIF GSVVS 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LV AMYLPIF GSVVS 408
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