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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1171031 ACOOFO RS03190 WP 420428217.1 ..MSRARVLVVDDEQDIRDLLGVALTRMGLEAVPAETVDQARRLLGQHNFRLCLTDMRLPDGNGIQLVETIQQHHPGLPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 1171031 ACOOFO RS03190 WP 420428217.1 AVITAYGNAQAAVDSLKAGAFDFVSKPLQLDDLRRLVDDALKLPGAGS..PEASDDGDCLIGDAPVMQQLRGLIGRVARS 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA..EEAP.VDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 1171031 ACOOFO RS03190 WP 420428217.1 QAPLHISGESGTGKERVARLVHQRSARKDGPFVPVNCGAIPSELMESELFGHIKGAFTGALQDNEGLFRAAEGGTLFLDE 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 1171031 ACOOFO RS03190 WP 420428217.1 VAELPLPMQVKLLRAIQERVVRPVGARDEQPVNVRIISATNLDLAQCVSDGRFRQDLYYRLNVVGVRTPPLRQHPEDIPQ 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQ.LTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA. 398
NTDB id 1171031 ACOOFO RS03190 WP 420428217.1 LADYILEQIAHRHQRSEVPLLSECALRRLVAHPFPGNVRELENILERAVTLCEDSTITEEALQLEAVEAAGGGVPTSASP 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAAR.LTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..QSIQTTVA.APQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1171031 ACOOFO RS03190 WP 420428217.1 APATSQPPAAQPTTESTTEHGDSLESRLQSVERQAIIEALEATRWNRTRAAEKLGLTFRQLRYKIRKLGIE....... 467
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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