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NTDB id 1170806 ACOFKY RS20415 WP 419820021.1 SNTLDNENVITGLEIGEDTVIADLISMTTPHVIDPVVSGSLNTIEDVVLESTILDDSLTSETLEIFVEESEEHLAAIKDF 240
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NTDB id 1170806 ACOFKY RS20415 WP 419820021.1 KDHQSAINDHH....LF.....VDIDQDLNLDPVEMIAQETFIEEARELIDEGLSILTQWFDHRSNRSFLLQLQRIAHSL 779
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 LLQQSRIQAEIQEGLMRTRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGL 1092
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NTDB id 1170806 ACOFKY RS20415 WP 419820021.1 FETQNDYFDIDFQSYKLRYLGEFTASQVTPRLHGLAHSLPVLLIKGSLGQSIAILVDQLIGSRSQIVVKPIGKQFATINA 1339
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FESPQELFEYENKRYPLRYLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGA 1332
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NTDB id 1170806 ACOFKY RS20415 WP 419820021.1 IAGATILGDGQVCLILDGQNIARQVQASTRSSAEHLQQDKQRHRDQRRLIMIVDDSVTVRKVTSRLLERQGFDVITAKDG 1419
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IAGATILGDGQVCLILDGQNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDG 1412
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NTDB id 1170806 ACOFKY RS20415 WP 419820021.1 VDAIEQLENVKPDLMLLDIEMPRMDGFEVTNLVRHHEIHRDLPIIMITSRTGEKHRERAFSLGVTNYMGKPFQEADLLEN 1499
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VDAIEQLENIKPDLMLLDIEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLEN 1492
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NTDB id 1170806 ACOFKY RS20415 WP 419820021.1 IDALLTVK...... 1507
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IDALLVAFESEVKS 1506
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