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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ......KEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 1170798 ACOFKY RS18015 WP 336953695.1 DFTSINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGSVIWIAPVTELIKAEEDEAKALAQSVKLAPIQTEY 381
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 1170798 ACOFKY RS18015 WP 336953695.1 IQLNYAKATDIEKLITEGKNSKNTNNSNTNSSN...SLDLNNLDPYGNNVGSLLSPRGTVTVDARTNTLIITDTAVKIDQ 458
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA...........RG.TAPANVVPL 485
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA...........RG.TAPANVVPL 485
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWS....GYGKDGN.IGIKDEDGMNCGPIAGSCTFPT 510
NTDB id 1170798 ACOFKY RS18015 WP 336953695.1 IRKMVDLLDISVKQVMVEARIVRATTDFTKEMGVKWGILSQGVTKNNDLLVGGSDQTLWDLKTPD...SN.....GKYTI 530
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI 505
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI 518
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS 564
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS 564
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSS 588
NTDB id 1170798 ACOFKY RS18015 WP 336953695.1 ...TRPDNLNVDLGVTTPGASKIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMTADKQKAKVASGQQIPYQSTQTA 607
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNS 582
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS 594
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS 594
consensus ********!******* !***********!!!*!!!****!**!**!*!******** !****! **!!!*****



logo

A
G
G
A
S
G
A
S
V
TT
A
S
A
T
V
T
E
A
SFKEKDAAVLLSLDEKNVTPNQS ITPDNGRKI ILQVMQDEKVLKDNQVIANSTNSQKDATSAIVPDNASSYPGQNYAQMVTALQVFPLNGNEVAVLPPAI LI INTKKNTNEVIQNATKNI

VLVDNDNGQETI
V
I
V
I
LGGI

V
Y
F
S
K
E
N

Q
D
E
T
Q
K
T
K
S
M
N

NTDB id 1257 GCO85 RS04855 WP 163621000.1 GA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKN 640
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKN 640
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQS 665
NTDB id 1170798 ACOFKY RS18015 WP 336953695.1 GGSAVATTEFKDALLSLDVTPSITPDGKIQMQLNVTSDSA.G.QVVNGNVAINKNEINTNVLVDNGETVVLGGIFEQETK 685
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTN 661
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTM 673
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTM 673
consensus ** ****!!*!*!!! !!!*!!!!**!******* !* * *! **********!!**!*!***!!******

logo

K
N
A
V
S
I
V
Q
E
N
T
R
K
I
VPFLFGEDI

LPYVLVGI
RLFKSRRNKTRDATQVVIKTSELDANRDKNKRENQELLVI FLIVTPR IMIVTNNDQSATAIRL ITVASAGIR I

T
N
G
T
H
R
I EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1170798 ACOFKY RS18015 WP 336953695.1 NSQTKVPFLGDIPYLGRLFRKDVKSDNKRELLIFVTPRIVNDSRTRNH.......... 733
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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