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NTDB id 1170797 ACOFKY RS18010 WP 419327977.1 MKQLIKIVCGISCAVLLVGCDSRIDAVNQEMANIRNQQPLPIEPAPVFNPVPSFNYSAQQLRSPFLPNSLANELKVMSGK 80
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLAC.AVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGK 79
NTDB id 1013 ACIAD RS15180 WP 004923726.1 .MNNKILWLGLVI.LGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGK 78
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NTDB id 1170797 ACOFKY RS18010 WP 419327977.1 QVYPNFSRQPQPLESYPLESLTLKGSMKGTVGQTVGLIKTPDGEVERVQRGNYMGMNQGRIIEITPTRIDLLEIVPDGRD 160
NTDB id 1057 ABD1 RS15855 WP 000695065.1 RVYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGRE 159
NTDB id 1013 ACIAD RS15180 WP 004923726.1 RVYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHD 158
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NTDB id 1170797 ACOFKY RS18010 WP 419327977.1 GYIERPRSLVLIGPID 176
NTDB id 1057 ABD1 RS15855 WP 000695065.1 GYVERPRTLVLIGPAP 175
NTDB id 1013 ACIAD RS15180 WP 004923726.1 GYIERPRSLVLIGPKP 174
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