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NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDF...RFATGLQVEL 123
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDELANLVKV............SD..DELQSIEDLSQDDSPVSRFINQV 189
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELASLVDV............GA..DEIDNIEDLSQDESPVSRYINQI 189
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAGLVDI............GE..DEIENIEDLSQDESPVSRYINQI 189
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLLQ..EL.........GEGQ............EEEESHTLYIDNEEAEDGPVPRFIHKT 179
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQGLSEYVED.SGDLEGLEIS............ADDEDQDIDTATSVTDDAPIVKFVNKI 198
NTDB id 1170782 ACOFKY RS14740 WP 419819691.1 IIVEHHKLEKLLEKHFTVEESFNFGDED......FDVDVIA............TDDQPP.SEDDDASEEEAPIVKYINKL 192
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESSFDFNDEE......FDLDVNL............DGPTAQEDEEEAPQGDEAPIVKYINKL 193
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NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKV 318
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 1170782 ACOFKY RS14740 WP 419819691.1 LVDAIRMGASDLHFEPYEKSYRVRYRVDGVLRTITNP.PLQLASRLASRLKVMSRMDISEKRVPQDGRIKLKLSK.TKAI 270
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
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NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
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NTDB id 1110 NGFG RS09235 WP 003689817.1 DFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVN 338
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NTDB id 1170782 ACOFKY RS14740 WP 419819691.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEKQKALFMEALEKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 350
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
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