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NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPL 78
NTDB id 1170778 ACOFKY RS14585 WP 419359059.1 MMKSKGFTLVELLIVVAIIGILAAIAYPSYQEYIVRTNRVDAQSEMLQIARNLSNYKMAKGTYKDAK.LENGAFEEDYPS 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANAS.LAGLGNAASYPV 79
consensus * ** !!!!*!**!!!!!!*!!!!!!*!!!**!*** *!***!!!*******! **!!** ! * * ** *!*
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VLTATP IASGNSSTMQSQDAGDNGDI IGCLNDQSDQGQKCFWASTKAGSATADTCASTPLSSANSTTSNSTWTDEGR

NTDB id 1062 ABD1 RS15720 WP 000788345.1 QGKALYTLAFTT.LNDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
NTDB id 1170778 ACOFKY RS14585 WP 419359059.1 TGATKYKVKLEIPTDNLTWSLTATPISGSQQDGNGDIGLNSQGQKCWTKGS.TCTPSATTNWDGR 143
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
consensus *! * !** * * *** ***!!!!!!* * !*!*!*!*!! *!!!*!*!*** !**!****!***
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