
logo

MVTILML
M
N
P
T
K
K
P
Q
I
M
K
M
S
D
L
N
T
A
M
P
Q
D
S
E
N
E
I
L
Q
T
A
F
S
D
Y

I
A
D
Q
H
E
A
P
Q
T
V
H
R
L
I

C
H
T
A
L
F
Y
A
L
H
A
E
T
I
L
C
L
M
N
K
D
T
Y
R
V
A
K

I
M
P
S
L
W
I
N
Y
K
L
T
V
L
R
A
Q
K
A
V
S
L
C
H
L
M
S
R
A
C
R
L
Q
F
A
S
L
V
T
A
P
K
L
Q
Y
G
F
M
V
H
I
L
S
T
G
D
S
G
L
P
A
N

K
L
R
S
E
V
Q

I
K
L
N
T
G
R
Q
S

M
V
L
F
I
A
D
E
G
S
F
N
K
L
A
E
H
R
S
N
L
K
I
V
L
Q
R
V
K
I
M
L
A
H
L
D
K
S
R
E

A
E
F
H
N
T
K
S
R
Y
D
I
R
V
E
W
G
F
L
P
R
W
A
D
T
E
G

F
L
R
D
H
K
P
S
N

G
L
N
S
T
Y
F
C
V
A

N
S
E
Q
D

A
F
I
P
R
K
L
T
N
Q

C
L
M
Q
V
S
K
E
A

F
I
M
Q
T
L
IHQFLMNA

L
Q
S

F
P
A
Y
L
Q
R
S
T
D
G
P

D
K
P
T
L
N
S
A

G
K
P
T
V
E
E
F
V
A
I
Q
D
F
W
K
M
V
I
L

G
Q
R
E
A
A
E
P

Q
T
V
A
E
G
L
D

A
T
R
V
I
A
G
I
T
K
R
S
Q
R
S
K
H
G
R
E
D
K
L
R
V
H
S
Q

E
F
I
K
L
Q
G
Y
R
A

A
G
K
P
Q
L
P
S
L
M
C
A
E

S
D
K
E
G
A
A
S
V
L
W
K
N
Q
T
G
S
V
L
R

E
H
P
V
K
A
S
C
N

E
I
N
Q
T
V
K
L
A
R

A
T
K
S
G
Q
N
E

H
E
L
A
H
N
WAGLS

NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAED..............PLGFLR.....ERFPEAWRHL....... 41
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAAL......AAPLTELR.....RVEGLDSRSVA...... 63
NTDB id 1342 RA0C RS05130 WP 004918085.1 MVN..AEEIL....YSIALRRSPLVGDVIFASLVS.................................EVGSAKEAWGLS 41
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLA....AWLALCFTPKLGSKTISHLLATRLPAQLQ.......SFTPKQW........LACGLKPEQ...... 52
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLA....AWLKLSCLPGIGGVKMNKLLSKDTPSNIV.......QYSTEQL........QLLGLTAKQ...... 55
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLT....KLLALLQVPQLGAQRIGRLLSEVDFGEFC.......QYDKTAL........KQMGWNERQ...... 50
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITY....TLLRLMQVPKLGGVGIDKILSNITLNELL.......NYDDVAF........RQMGWGAIQ...... 51
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKN..QLL......LKVHLAAGFG..................................TISELRLAAWLSTSHNWALS 38
NTDB id 25 SA RS06185 WP 000593194.1 MIK..........................LFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREEN.... 50
NTDB id 40 MW RS06080 WP 000593192.1 MIK..........................LFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREEN.... 50
NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQYHTLKVWYLV....QHSLVSFKKIIDYFGNCEKAT......QPD............GLAKWSSLGLH.... 54
NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHYHTLKVWYLV....QHSLVSFKKIIDYFGNCEKAT......QPD............GLAKWSSLGLH.... 54
NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVL....QHSLSGFKKLIHYFGDCETAL......QPQ............RLSDWQKLGLH.... 54
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERF....AWLQLAFTPYIGAESFLLLMRRFGSAQNAL......SAPAEQVAALIRHKQALEAWRNAE...... 61
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERF....AWLQLAFTPYIGAESFLLLMRRFGSAQNAL......SAPAEQVAALIRHKQALEAWRNAE...... 61
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERF....AWLQLAFTPYIGAESFLLLMRSFGSAQNAL......SAPAEQVAPAVRHKHALEAWRNAE...... 61
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERF....AWLQLAFTPYIGAESFLLLMRSFGSAQNAL......SAPAEQVAPAVRHKHALEAWRNAE...... 61
NTDB id 599 KW2 RS05940 WP 021037268.1 ..MITNFDLF....RWKKA....GMTNLGVNKLLKFFRKYDRKI......SLR..QMG.QVAQ........VKS...... 47
NTDB id 407 SMU RS04605 WP 002262865.1 ...MDNFQLF....KLKKA....GLTNLNILNIIDYEERTQKSL......SLR..DMA.VVSK........NKK...... 46
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .MKITNYEIY....KLKKS....GLTNQQILKVLEYGENVDQEL......LLG..DIA.DISG........CRN...... 48
NTDB id 267 KZH43 RS05590 WP 000705306.1 .MKITNYEIY....KLKKS....GLTNQQILKVLEYGENVDQEL......LLG..DIA.DISG........CRN...... 48
NTDB id 226 SPD RS05990 WP 000705306.1 .MKITNYEIY....KLKKS....GLTNQQILKVLEYGENVDQEL......LLG..DIA.DISG........CRN...... 48
NTDB id 192 SPR RS05715 WP 000705306.1 .MKITNYEIY....KLKKS....GLTNQQILKVLEYGENVDQEL......LLG..DIA.DISG........CRN...... 48
NTDB id 157 SP RS06205 WP 000705306.1 .MKITNYEIY....KLKKS....GLTNQQILKVLEYGENVDQEL......LLG..DIA.DISG........CRN...... 48
NTDB id 497 SM12261 RS05565 WP 000705318.1 .MKITNYEIY....KLKKS....GLTNQQVLAVLEYGENVDQEL......LLG..DIA.EISG........CRN...... 48
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...MNNLQPLLALNRMKR......IGPRTVLKLQKRWPDLNLMF......QLSSVDLE.EAG....LPSWLAQT...... 54
NTDB id 1170718 ACOAL3 RS05165 WP 419235608.1 ................................................................................ 0
NTDB id 114 BSU 16110 NP 389493.1 ...MDQAAVCLTICRINQ.....LLSPSLLL....KWWKADPSM......SLTSPVLQ.TVTRDQIKAAALKNE...... 55
consensus * * ** *



logo

A
KLE I

L
V
A
A
H
L
R
N
K
Q
L
H
I
L
A
S
R
K
A
G
K
R
L
Y
V
I
K
P

P
G
G
P
I
K
N
Y
E
L
R
A

I
N
R
E
Q
A
V

A
I
V
Y
R
L
F
D
H
L
Y
Q
I
W
A
M

S
F
K
P
R
T
E

D
H
P
S
K
N
L
T
Q
R

F
I
P
Q
A
Q
V
E
G
DKNLDH

L
P
Q
A
E
Q
S
A
K
E
L
W
D
F
Q
A
Y

E
P
Q
V
H
K
I
A
F

A
E
S

K
R
T
D
N
Q
E
L
P
V
D
K
T
Q
I
A

M
R
C
E
I
L
A
D

Q
R
S
A
I
V
D
L
N
R
T
V
K
Q
E
A

A
F
K
L
R
Y
E
Q
H
W

A
N
S
C
R
V
E
L
A
K
Q
I
E
R
S

D
A
K
D
H
K
N
S
A
R
M
Q
E

D
T
Y
A
K
Q
S
R
E
F

E
R
S
V
K
N
H
L
D
Q

H
Q
N
R
T
G
K

N
Q
R
T
H
D
I
C
V
F

K
N
Q
Y
T
F
H
S
R
P

T
Y
L
I
S

H
I
V
M
F
L

N
P
G
L
S
T
W
R
P
Y
L
I
A
G
K
S
W
F
H
M
D
Q
L

C
E
L
S
D
A
L
N
K
S
P
E
D

A
F
Y
Q
L
E
G
C
D

L
F
Y
S
P
L
P
Q
S
A
T
V
F
R
E
W

A
E
G
W
R
Q
M
D
LLEFGIRLTSKNSAPQECLTYGIGNPQSVATLYALNSQTDRSHFPAPFTLAVPHIVL ILSWYF IQAGVLYEQRKGAISQEDNGMWYAIVLGPKSTERQDCDSALETVILLLAGL

NTDB id 1037 TT RS09535 WP 011174226.1 .......................PEAEAQAERERRRAEALGVRLLGLWEEGFPEGLKALPQPPTHLYLKGELP....... 91
NTDB id 1314 DR RS00625 WP 010886768.1 ........AIGG...........AKAAEEARAELNKAAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGL 124
NTDB id 1342 RA0C RS05130 WP 004918085.1 KLELRKISGVGKQIASNIGDKNLLKFA.EKEIEFCIKNE..IKIHLRHLNQLPRLLGECYDAPAILFQKGDYEDT..... 113
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...........LVFLTTQA....AKQA.EQCLQWRS.AANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAV..... 110
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ...........LQAW.SQV....DKEV.DACLTWVA.ASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCL..... 112
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ...........IQRWFNPE....HKWI.DQALQWAE.QD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESL..... 107
NTDB id 1361 HI 0985 AAC22646.1 ...........IRRWFKPE....AKFI.EPALVWSQ.KE.GNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTAL..... 108
NTDB id 626 LCA RS04960 WP 011374694.1 ALEIAQIARLPERYWPTFQ....ASFQSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLL..... 109
NTDB id 25 SA RS06185 WP 000593194.1 ...VLLLRKY.YAFIKL........DH.NDIIKEL..QKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLI..... 110
NTDB id 40 MW RS06080 WP 000593192.1 ...VHLLRKY.YAFIKL........DH.NDIIKEL..QKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLI..... 110
NTDB id 1043 H0N27 RS16615 WP 168727007.1 ...ANHLKRV.NEFQTPQG....QAQF.EQLVQQV..RQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQAL..... 118
NTDB id 1073 ABD1 RS00865 WP 015451369.1 ...ANHLKRV.NEFQTTQG....QAQF.EQLVQQV..RQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQAL..... 118
NTDB id 1021 ACIAD RS00975 WP 004930462.1 ...ANHLKRL.EEVHTLQG....QQQF.EKMLAQL..QTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSL..... 118
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .........K.RALARQ........AA.EAALEWE..MRDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL..... 115
NTDB id 1089 NMB RS00600 WP 002224767.1 .........K.RALARQ........AA.EAALEWE..MRDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL..... 115
NTDB id 1120 NGFG RS10355 WP 020997408.1 .........K.RALARQ........AA.EAALEWE..MRDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL..... 115
NTDB id 1122 OK783 RS09595 WP 003705341.1 .........K.RALARQ........AA.EAALEWE..MRDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL..... 115
NTDB id 599 KW2 RS05940 WP 021037268.1 .........I.PNFIEQ........YK.NQDVKKLRADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLL..... 103
NTDB id 407 SMU RS04605 WP 002262865.1 .........P.LIFMEH........YK.NLDSKALRKEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLL..... 102
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .........P.AVFMER........YF.QIDDAHLEKEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLL..... 104
NTDB id 267 KZH43 RS05590 WP 000705306.1 .........P.AVFMER........YF.QIDDAHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLL..... 104
NTDB id 226 SPD RS05990 WP 000705306.1 .........P.AVFMER........YF.QIDDAHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLL..... 104
NTDB id 192 SPR RS05715 WP 000705306.1 .........P.AVFMER........YF.QIDDAHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLL..... 104
NTDB id 157 SP RS06205 WP 000705306.1 .........P.AVFMER........YF.QIDDAHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLL..... 104
NTDB id 497 SM12261 RS05565 WP 000705318.1 .........P.AVFMER........YF.QIDDAHLEKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLL..... 104
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........I.KNFDPD........FI.KTDLNWLS.SSENHHILTWDSPYYPALLKEIADPPFILYAKGELSAL..... 109
NTDB id 1170718 ACOAL3 RS05165 WP 419235608.1 ............................................MTYKSLEYSRLLFEIYDPPPVLSYKGNIDLL..... 31
NTDB id 114 BSU 16110 NP 389493.1 .........I.EQFYPK........LP.RVLAAY...REQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLL..... 108
consensus *** * ** ! * ! *** *!** **



logo

GI
A
L
P
T
N
S
H
K

D
E
H
L
R
V
N
K
F
Q

G
H
P
R
M

E
K
R
H
P
N
A
C
H
Q
S
K

M
A
L
I
V

S
G
A
F
L
M
V
IVGATSRLQRSYDKHANYSPCAGTSTHQSAVKPMNSTWDHYQSTAGI

N
V
E
Q
K
L
M
R
A

E
H
Y
S
A
R
K
Q

A
H
L
N
W
F
V
I
S

S
T
L
V
A
G
H
N
Q
Y
R
K
E
A
F
Q
T
H
D
K
I
V
L
F
T
V
L
S
G
A
I

G
V
A
K
S
T
Y
R
Q

F
Q
A
D
N
S
Y
G
E

F
D
I
L
C
N
T
V
A
K
G
E
S

A
K
L
N
Q
R
S
G
E

E
Q
S
A
H
N
K
A
D
N
S
Q
Y
E
G
T
W
Y
V
I
F
L
A
I
L
Q
S
W
Y
F
P
T
V

T
V
I
S
I
T
VSGMLAHIYQRLSKGTVAIDRSEAGTEFISYHMAVCSAHAETDLMQERSVIAGCVSAAVISLALTVNEKQEGIRSTYNAASGEASTKQHENGHITQSLGI

A
Q
G
P
R
K
A
P
T
L
S
V
I
G
AV

V
T
W
L
I
A
G
H
F
G
S
T
A
G
F
V
H
I
L
A
H
N
E
Q
D
L
C
H
I
Q
T
R
V

C
S
T
H
V
F
IYPLRSAPKGKSVRQEA

NTDB id 1037 TT RS09535 WP 011174226.1 .PEREAVALVGTRRASPWALAFARKLARELSEAGLWVVSGLARGIDREAHLGALEA.....GGRTLGVLGSALDRVYPPE 165
NTDB id 1314 DR RS00625 WP 010886768.1 GTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRE 204
NTDB id 1342 RA0C RS05130 WP 004918085.1 .AN..NISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAHQEALKN.....NIKTSAVLAHGLHIIYPSK 185
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .HD.PAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLALGIDGYAHDGALQA.....QGQTVAVLGSGLAQVYPKQ 183
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .PQ.PQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLALGIDGHAHDGALLA.....GGKTIAVLGSGLEQVYPAR 185
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .SL.PQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAIGIDGFCHQRAANE.....NGITIAVLGSGLDQVYPAR 180
NTDB id 1361 HI 0985 AAC22646.1 .SQ.RQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALGIDGHCHQAVVNI.....QGQTIAVLGSGLEQIYPSK 181
NTDB id 626 LCA RS04960 WP 011374694.1 .KQ.PCLAVVGARQATHYSKQSLEQLLQGLT..ATTIISGLAQGADAMAHEVALQR.....GLAPIGVIGTGINCSYPPQ 180
NTDB id 25 SA RS06185 WP 000593194.1 .NNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKY.....NLPTIAVLAFGHQTHYPKS 184
NTDB id 40 MW RS06080 WP 000593192.1 .NNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKY.....NLPTIAVLAFGHQTHYPKS 184
NTDB id 1043 H0N27 RS16615 WP 168727007.1 .LQ.PQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGAST......HQRTIAVTGTGLDTTYPAQ 190
NTDB id 1073 ABD1 RS00865 WP 015451369.1 .LQ.PQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGASA......HQRTIAVTGTGLDTTYPAQ 190
NTDB id 1021 ACIAD RS00975 WP 004930462.1 .IQ.PQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGLAHGIDEAAHQGSLV......HHRAIAVVGTGLDLCYPSG 190
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .HK.PSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMASGIDTAAHQGALQA.....EGGTIAVWGTGIDRIYPPV 188
NTDB id 1089 NMB RS00600 WP 002224767.1 .HK.PSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMASGIDTAAHQGALQA.....EGGTIAVWGTGIDRIYPPV 188
NTDB id 1120 NGFG RS10355 WP 020997408.1 .HK.PSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMASGIDTAAHQGALEA.....EGGTIAVWGTGIDRIYPPA 188
NTDB id 1122 OK783 RS09595 WP 003705341.1 .HK.PSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMASGIDTAAHQGALEA.....EGGTVAVWGTGIDRIYPPA 188
NTDB id 599 KW2 RS05940 WP 021037268.1 .KN.PKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIVSGLAKGIDTASHLSAIKT.....KTPTIAVIGTGLDIFYPLE 175
NTDB id 407 SMU RS04605 WP 002262865.1 .AR.PKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVIISGLARGIDTAAHLASLKS.....GGATIAVIGTGLDVHYPKE 174
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .KF.PKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIVSGLAKGIDTAAHMAALQN.....GGKTIAVIGTGLDVFYPKA 176
NTDB id 267 KZH43 RS05590 WP 000705306.1 .KF.PKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQN.....GGKTIAVIGTGLDVFYPKA 176
NTDB id 226 SPD RS05990 WP 000705306.1 .KF.PKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQN.....GGKTIAVIGTGLDVFYPKA 176
NTDB id 192 SPR RS05715 WP 000705306.1 .KF.PKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQN.....GGKTIAVIGTGLDVFYPKA 176
NTDB id 157 SP RS06205 WP 000705306.1 .KF.PKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQN.....GGKTIAVIGTGLDVFYPKA 176
NTDB id 497 SM12261 RS05565 WP 000705318.1 .KF.PKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQN.....GGKTIAVIGTGLDVFYPKA 176
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .TQ.PSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAHAHLGCLEG.....GGKTIAVLGTGIDCIYPRR 182
NTDB id 1170718 ACOAL3 RS05165 WP 419235608.1 .NHHKCIAIVGARNASANGRSFSHKIAAELAEEGYVTVSGLARGIDSSVHQA...A.....TSKTIGVIAGGIDHIYPPE 102
NTDB id 114 BSU 16110 NP 389493.1 .SKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAASIKA.....KGRTIGVIAGGFQHIYPRE 182
consensus * ***!!*! * * * * **!!*! !*! *! *** * ***!****** !!



logo

T
H
N
E
H
Q
L
R
K
D
H
I
P
Q
G
A
N
K
R

I
L
F
K
S
R
Q
A
A
G
N
Q
Y
D
E

N
V
K
H
Q
R
E
Y

L
V
M
I
A
R
V
I
L
D
N
S
T
E
G
A
T
Q
K
N
E
H
Q
S
Y
G
D
N
K

Q
H
G
D
F
I
V
A
L
I
L
V

F
I
V
L
A
T
SEHLYFCEFRSALGPAFSVILPEKNQSDHGAQSETATGKRQPAIPDQKRAIYLGPRQAKDHKWAQEGYFFQRNHFLPLMSQEARRNKRVLIVI SAAGLACSEHVAKQLRCNSAVGI

L
T
V
M
V
I
L
I
V
I
T
A
V
Q
E
S
G
A
E
P
R
S
T
A
K
H
R
V
Y
I
E
M
L
A
D
N
Q
E
R
K
G

SG
A
S
I
H
L
S
IT I

C
A
S
T
Y
D
G
N
E
R

M
Q
H
K
F
Y
L
RANMALDQEACLYMEQNGKRVNTDE I

V
L
M
Y
F
V
A
L
V
I
A
P
A
N
G
F
H
N
R
S
A
V
L
M
P
I
A
G
H
M
N
T
Q
Y
F
D
L

A
Q
S
N
D
A
Q
S
K
E
G
P
A
N
Q
S
T
M
F
R
Y
H
L

NTDB id 1037 TT RS09535 WP 011174226.1 NRPLAQRM.....DLLSEFPFGTGPKPEFFPRRNRLIAGLCRAVVVVEAPLDSGALITARHALELGKEVLAVPGRPMDER 240
NTDB id 1314 DR RS00625 WP 010886768.1 NHDLAGRM.....VVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPR 279
NTDB id 1342 RA0C RS05130 WP 004918085.1 HKILAEEILNNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGSISTASFANQYNREVYALAGRLTDKY 265
NTDB id 1152 A1552VC RS00200 WP 000654772.1 HQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAA 262
NTDB id 1399 DSB67 RS15600 WP 010645755.1 HRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPN 264
NTDB id 1388 A4U84 RS04945 WP 062924099.1 HKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPY 260
NTDB id 1361 HI 0985 AAC22646.1 HQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKS 261
NTDB id 626 LCA RS04960 WP 011374694.1 NEHLQQVV.AEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSL 259
NTDB id 25 SA RS06185 WP 000593194.1 TLALRNKI.EEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPM 263
NTDB id 40 MW RS06080 WP 000593192.1 TLALRNKI.EEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPM 263
NTDB id 1043 H0N27 RS16615 WP 168727007.1 NKKLAEHILAKNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEF 270
NTDB id 1073 ABD1 RS00865 WP 015451369.1 NKKLAEYILAQNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEF 270
NTDB id 1021 ACIAD RS00975 WP 004930462.1 NKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEF 270
NTDB id 1094 KZH42 RS01320 WP 002224767.1 NKNLAYEI.AEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPH 267
NTDB id 1089 NMB RS00600 WP 002224767.1 NKNLAYEI.AEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPH 267
NTDB id 1120 NGFG RS10355 WP 020997408.1 NKNLAYEI.AEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPH 267
NTDB id 1122 OK783 RS09595 WP 003705341.1 NKNLAYEI.AEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPH 267
NTDB id 599 KW2 RS05940 WP 021037268.1 NRKIQEYL.AKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGT 254
NTDB id 407 SMU RS04605 WP 002262865.1 NRRLQDYI.AKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQ 253
NTDB id 525 SMSK321 RS06295 WP 000705298.1 NKRLQDYI.SNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGL 255
NTDB id 267 KZH43 RS05590 WP 000705306.1 NKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGL 255
NTDB id 226 SPD RS05990 WP 000705306.1 NKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGL 255
NTDB id 192 SPR RS05715 WP 000705306.1 NKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGL 255
NTDB id 157 SP RS06205 WP 000705306.1 NKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGL 255
NTDB id 497 SM12261 RS05565 WP 000705318.1 NKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGL 255
NTDB id 1250 GCO85 RS13065 WP 027219989.1 HLKLAEQI.TENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPL 261
NTDB id 1170718 ACOAL3 RS05165 WP 419235608.1 NKKLFENL.AEKGFIIAELPVGSTPLGKHFPQRNRIISGLALATVVIEASLKSGSLITARFALEQNREIFAVPGFPLDQR 181
NTDB id 114 BSU 16110 NP 389493.1 NLQLADHM.AKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPY 261
consensus ** * * * *****!* ** * *!* !!*** *!* ******* ***!***!* !** ***********



logo

C
T
H
A
S
G
L
R
E
S
K
D
QG

A
G
I
S
N
P
C
A
I
L
N
H
A
Y
L
R
K
Q
H

R
L
L
I
A
F
R
K
Q
A
N
D
Q
E
NK
GALMTVYCIKACIPVLLTIVSWYQDLETDQHCNS IKTPVLAGAFKNDEQEGIQDLVIHFILDKQSTANEATYDE I

Y
C
F
L
D
G
L
Q
R
K
N
Y
A
P
E

E
M
N
Q
S
W
Y
I
G
L
F

A
D
E
F
G
H
N
Q
R
S
P
L

A
D
H
R
S
N
T
L
A
R
T
V
H
Q
P
Q
S
W
N

H
I
V
Q
T
H
S
G
I
S
Q
A
Q
S
P
Q
T
S
A
F
N
Y
E
Q
T
S
E
G
L
S
T
I
E
P
T
D
N
A
W
F
K
N
P
G
S
D
A
L
Q
T
I
D
PDEKTGR I

R
R
T
T
A
D
E
V
I
K
S
E
Q
G
P
A
T
K
V
N
A
N
P
Y
S
T

E
K
Q
D
N

D
S
Y
T
Q
F
T
V
P
L
A

D
V
E
S
P
Y
I
K
P
L

A
Q
R
S
V
P
K
L
S
D
A
E
E
T
A
D
H
G
P

R
K
L
F
M
A
S
P
K
A
S
A
N
P
R
V
E
E
I
Q
V
G
K
L

D
S
V
A
T
P

G
S
V
A
D
E
G
N
E
L
A
P
S
E
G
R
T

A
L
T
P
C
S
A
E
P
V

E
H
F
G
V
Q

A
L
Q
I
E
P
G

A
E
K
N
R
D
G
P
Q
S

V
I
L

NTDB id 1037 TT RS09535 WP 011174226.1 SLGANRLIQD.GAYPVLSAEDVLSYLGMSARP..............................KP.....LPGLSPEEEAL 284
NTDB id 1314 DR RS00625 WP 010886768.1 ASGPHALIRD.GAVLTESAQDVLTELNWGLAP..............................AP....AVPDLPPEQARV 324
NTDB id 1342 RA0C RS05130 WP 004918085.1 SQGCNHLIFQNKAKIISSIKGLLKDLDLDNTS............................KVLELFPSVEVSLTPVQEPV 317
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SQGSNQLIRQ.GACLVQSVQQIHQELKNAL..........TWSL...........SEQVPYQATLFSAVQSDEELPFPEL 320
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ASGGNQLIQN.GACLVQNTQEVLNEIQSLL..........DWSI...........NQSL....DLFSAPIDEEELPFPQL 318
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SEGCHKLIKE.GALLVENVEDILEAIAWQRQSVHIQP.SL.FDT........KP..KQAVKSEPKFAKNLPELTACQQQL 327
NTDB id 1361 HI 0985 AAC22646.1 SQGCHRLIKQ.GAMLVENAKDILETLYQHS..IHSQT.EIDFDQ........IAVPNYTPPPDPR...RL.VEAPSHPKL 325
NTDB id 626 LCA RS04960 WP 011374694.1 SQGCNQLIAA.GATPLLDKNILIEELRYFD.................................................. 288
NTDB id 25 SA RS06185 WP 000593194.1 TKGNLLRIQE.GAKVVLNANDIFEDYYI.................................................... 290
NTDB id 40 MW RS06080 WP 000593192.1 TKGNLLRIQE.GAKVVLNANDIFEDYYI.................................................... 290
NTDB id 1043 H0N27 RS16615 WP 168727007.1 HQGCHQLIRE.GAILIDHPEQIIEDLALPTQWQSQQQNQT...........EETNTNTPEIPEHL............IDL 326
NTDB id 1073 ABD1 RS00865 WP 015451369.1 HQGCHQLIRE.GAILIDHPEQIIEDLALPTQWQSQQQNQT...........EEANTNTPEIREHL............IDL 326
NTDB id 1021 ACIAD RS00975 WP 004930462.1 HQGCHQLIRE.GAILVDHPEQIIEDLALPTHWHSQSTASGEANAD......DSGKTDDADLPDDL............LPL 331
NTDB id 1094 KZH42 RS01320 WP 002224767.1 SKGCHKLIKD.GAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSI 346
NTDB id 1089 NMB RS00600 WP 002224767.1 SKGCHKLIKD.GAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSI 346
NTDB id 1120 NGFG RS10355 WP 020997408.1 SKGCHKLIKD.GAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGI 344
NTDB id 1122 OK783 RS09595 WP 003705341.1 SKGCHKLIKD.GAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGI 344
NTDB id 599 KW2 RS05940 WP 021037268.1 SDGCNHLIQQ.GAKLVYQAQDILEEYLYN................................................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 SEGCHHLIQE.GAKCITSGFDILNEFNF.................................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 SDGCHHLIQE.GAKLVTSGQDVLAEFEF.................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 SDGCHHLIQE.GAKLVTSGQDVLAEFEF.................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 SDGCHHLIQE.GAKLVTSGQDVLAEFEF.................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 SDGCHHLIQE.GAKLVTSGQDVLAEFEF.................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 SDGCHHLIQE.GAKLVTSGQDVLAEFEF.................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 SDGCHHLIQE.GAKLVTSGQDVLAEFEF.................................................... 282
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ARGCHYLLQQ.GAKLVTSVADVLDELKIEHHQ.....FTSNKPI..............FSLASGK............ENL 309
NTDB id 1170718 ACOAL3 RS05165 WP 419235608.1 CQGIA........................................................................... 186
NTDB id 114 BSU 16110 NP 389493.1 AGGPIKLIQQ.GAKAIWSAEDIFEELPERNVQ.....YTEPF...................................... 297
consensus * !** ** * ***** *** *



logo

F
V
Y
L
E
K
R
S
A
Q
D

A
F
I
Q
K
L
N
S
R

V
I
M
L

K
Q
S
T
E
D
G
I
K
L
N
P
V
Y
W
F

A
K
N
Q
T
V
D
E

D
E
A
T
G
P
A
I
Q
T
V

D
L
T
N
P
S
H

V
L
I
P

E
D
A
I
D
Q
V

I
L
I
S
V
A
A
D
K
M
Q
E
S
V
G

E
K
T
A
H
R
Q

F
S
Y
H
T
L
D
Q
G
A
N

G
Q
Y
L
I
M

A
G
S
P
M
P
T
I
A
V
D
P
Q
E
S
A

K
Q
R
T
V
D
E

A
I
V
L
F
Q
M
L
T
Y

I
P
T
V
M
S
A

E
G
L
V
S
Q
ALATVMLDLMNELQELSKQDLDGAHVSLAICVKYMRVIAESQAELNQMVNRSPGRLGRYKVWILYGISQR I

P
T
V
K
C
R

E
G
R
I
Y
S
R
E
P
G
T
R
Y

NTDB id 1037 TT RS09535 WP 011174226.1 YALLQEKKEALPEALAMALGIPPERVLSLLTLLELKGLARALPGGRYGPG... 334
NTDB id 1314 DR RS00625 WP 010886768.1 LRALQTPAT..LDDLAATTGLSIPELQTALVMLQLQGLAYEV.GGRWSR.... 370
NTDB id 1342 RA0C RS05130 WP 004918085.1 YDIIKEVNDISLDDLSEKLNQPISKVFPVLLELELLGLIRANSGRRYSII... 367
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LANV.GIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGRG. 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LANV.GNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG. 369
NTDB id 1388 A4U84 RS04945 WP 062924099.1 FEQI.SLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 YSRI.GYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV.... 373
NTDB id 626 LCA RS04960 WP 011374694.1 ..................................................... 288
NTDB id 25 SA RS06185 WP 000593194.1 ..................................................... 290
NTDB id 40 MW RS06080 WP 000593192.1 ..................................................... 290
NTDB id 1043 H0N27 RS16615 WP 168727007.1 YQSL.DWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGLYLRCRS.. 376
NTDB id 1073 ABD1 RS00865 WP 015451369.1 YQSL.DWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGLYLRCRS.. 376
NTDB id 1021 ACIAD RS00975 WP 004930462.1 YQLL.DWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGRYLRCRSPY 383
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LDRM.GFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LDRM.GFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 LDKM.GFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 LDKM.GFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIRT. 395
NTDB id 599 KW2 RS05940 WP 021037268.1 ..................................................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 ..................................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 ..................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 ..................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 ..................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..................................................... 282
NTDB id 1250 GCO85 RS13065 WP 027219989.1 VKFI.GFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1170718 ACOAL3 RS05165 WP 419235608.1 ..................................................... 186
NTDB id 114 BSU 16110 NP 389493.1 ..................................................... 297
consensus

X non conserved

X similar

X ≥ 50% conserved


