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NTDB id 1186 GTF74 RS01320 WP 000788426.1 GAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQH 526
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQH 526
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQH 535
consensus *!* ** !!*!*!!!*!!!*!!!!******* ***!* * ! * * ** *****!!**!*!***!!** *



logo

E
D
T
S
L
Q
K
I
T

S
M
T
N
K
N
A
M
V
S
I
Q
V
E
R
N
D
T

R
K
I
VPLFFLGEDI

LPLYVLVGI
A
RLFKSRHNKRKSRDTALTQVYVIKEENQSTEVMDLARDKGNKRENQSELLVI FLIVTPKRVIMIVTINDNQQATAIL IVASAGIR I

T
N
G
T
H
R
I EGREKDVYK

NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1170622 ACNALX RS00950 WP 047887157.1 SLTNMVRKVPLLGDLPVLGALFRHKLEELGKRELLIFVTPKIINQ................ 555
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
consensus * **** **!**!**!**! !!** **** !!!*!*!!***** *

X non conserved

X similar

X ≥ 50% conserved


