logo A KVF YE RK K Vi< [ELsALSEA % \. g E Kﬁg\l/]%
ﬁégl\l FSLESVIE. ﬁY YF! QAe< (Q.S L|EA|E“I" \IN k Tgig R RHYélkg\L/\E/ KEES E’EﬁtRl AEW ‘-'E

NTDB id 1029 TT RS02230 WP 011228203.1 l EMEDLRTEVARLINSMD R{EMSF NI A E)N EPGKGIQAE RIPALERIGPGLK

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 1170556 ACMTA2 RS27975 WP 413792676.1

NTDB id 1198 PSJM300 03950 AFN76868.1

consensus

TRAT e e (el Rkt o [l Ll
D E |' KA E ARy Blr bf HQ. NILABS 25y gS8 B : S X

NTDB id 1029 TT RS02230 WP 011228203.1 D INIF RQLATM

NTDB id 1402 DSB67 RS12670 WP 010643257.1 DITIFTRQ ATM

NTDB id 1169 A1552VC RS11075 WP 000648511.1 DITIMTRQLATM

NTDB id 1112 NGFG RS09215 WP 003689811.1 DIT FTRQL TM KAG PL QAF LSRINF SNHIZKNA2R FYAGNNRY AVNeINT G&] VM

NTDB id 1113 AAA85695.1 219..1451( ) DIT FTRQL TM WAG PL QAF LSREVF SNHIZKNGA R F NG \IRY AVNEINT G(e V)8

NTDB id 1252 GC085 RS07730 WP 011213805.1 DIT F RQLATM @ G PLVQAF WYY LEKEGIPIMYE 8L CNLV AGEJSSGRIL

NTDB id 1016 ACIAD RS01680 WP 004920476.1 DIEIFTRQLATM KAGVPLVQAF FINGALRK)P[8]Y F DRIL Cﬁ GEQSGEJL

NTDB id 1059 ABD1 RS01610 WP 000279215.1 DITIFTRQLATM KAGVPLVQ F FISJALRKMP[OEIFDNL CRILV  GEQSGEL

NTDB id 1170556 ACMTA2 RS27975 WP 413792676.1 |DNNA RSN SN @ NeAA S N0y Y FI¥\ LRK{®PR]YFDBJLYCNLV AGEQ GEL

NTDB id 1198 PSJM300 03950 AFN76868.1 ATM KAGVPL Q F I FIYS] LRKIWPRIYFDLYCNLV GEQSGEJL

consensus 1ok Plskoe b Dok |k 1 sk % sk % * ok * %k k % * * 1ok kkkk kx| skok Lok | bk 1|

LORATYOEE b oo ol o Ao o o
b okURLALIRC B rREAY LoV S RpY LT ARl

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1 SQ INUEFGA LPAFTQ V

NTDB id 1169 A1552VC RS11075 WP 000648511.1 IQEEF GAELPIYF T Q[a]V

NTDB id 1112 NGFG RS09215 WP 003689811.1 I ISWIGAELP Vv

NTDB id 1113 AAA85695.1 219..1451( ) I ISWUIGAELP AT QuyV

NTDB id 1252 GC085 RS07730 WP 011213805.1 ATYKEKIEI IQEE GA " LP ANITI#NV

NTDB id 1016 ACIAD RS01680 WP 004920476.1 A YKEKSEWL IRIFGA LPAFTQ V

NTDB id 1059 ABD1 RS01610 WP 000279215.1 ANYKEKSERL IRIFGA LPAFTQ V

NTDB id 1170556 ACMTA2 RS27975 WP 413792676.1 ATYKEKSERL SIGRGA ( LPAFT\ V

NTDB id 1198 PSJM300 03950 AFN76868.1 ATYKEK EJL INNFGAELPAFT|R V

consensus

sokokokokok Dokokok | Dskosk skokok Dokokok ok | Dk | [ sokokkkokokok |1 skokk k| Ulskok Dokokoksk ok Dokokokk kokok

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 1170556 ACMTA2 RS27975 WP 413792676.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus %k 5k %k 3k 5k %k %k Xk >k 5k % %k

logo A SE|B$Q IR gsL .LBQéTﬁgF %LXiQ gé

HERXKS

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 1170556 ACMTA2 RS27975 WP 413792676.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF
NTDB id 1170556 ACMTA2 RS27975 WP 413792676.1 |[AAHGRAFNINANNNS
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF

consensus R EER

X non conserved
B similar

>507% conserved

AEEELQKB

S-QFBQES%DBE

RSt =RAYT

k ok okokk |k

406
407
408
410
410
406
408
408
405
405

1B ds ot e LT

BPI G
PIﬁGD

II§GD
LP G
LPI GD
LPIFGD
LP G
EVA (G
Lok |

QMVBIIGEESG
QMV

el

IREAAGVPLVD
JAFAAGVPLVD
EKAAIARF RTL lTFAAG PLV ALJSSKY
MKANMIAR SRTLATTFAAGVPL DAL
MKANMIAR SRTLATTFAAGVPL DAL STAGATRN
TTFAAGVPLV ALDSM GATGN
TTFAAGVPLVDALDSWAGATGN

MK I\ ARF RTL
MK § ARF RTL

85 Ll Do )l

IGEESG

EETEEE

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



