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NTDB id 1170511 ACMFWR RS03210 WP 413193593.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVATAVQQNPLLENDEDWLSSPLRVAADGSVLASQQSAPPTAPEA 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPT. 79
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NTDB id 1170511 ACMFWR RS03210 WP 413193593.1 PTSSIPSGGNGES...EETHERNGLDDFSNGSGDSDSPWSLDDYSRPGSAADDDDLPPMQLQESGTSLRDHLSVQLRLTS 157
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NTDB id 1170511 ACMFWR RS03210 WP 413193593.1 ASPRDRALVTFLIESLDDDGYLSMSLDEVVADLPEELEIDTDEAGAALALLQSFDPPGVGARSASECLKIQLLRMDDSSI 237
NTDB id 1425 RS RS02020 WP 011000369.1 LSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS.PA 235
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NTDB id 1170511 ACMFWR RS03210 WP 413193593.1 RELAIDIVSQHLELLAARDFTRLRKQLKVGDDDLRDAHTLIRSLEPFPGAAYGKAEADYVVPDVIVRKTKDGWIADLNSD 317
NTDB id 1425 RS RS02020 WP 011000369.1 KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPD 315
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NTDB id 1170511 ACMFWR RS03210 WP 413193593.1 IVPRLRINHLYANILRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVDRQKNFFVHGEIAMRPLVLREIAD 397
NTDB id 1425 RS RS02020 WP 011000369.1 VMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIAD 395
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NTDB id 1170511 ACMFWR RS03210 WP 413193593.1 TLGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEEPKTPLSDSRIAELLAEQGFV 477
NTDB id 1425 RS RS02020 WP 011000369.1 TLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFV 475
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NTDB id 1425 RS RS02020 WP 011000369.1 VARRTVAKYREALKIPAVNLRKSL 499
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