logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
425
256
215

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1

KZH43 RS10270 WP 000681597.1

SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1170484 ACLV7W RS10825 WP 000681589.1
539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
425
256
215

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1

KZH43 RS10270 WP 000681597.1

SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1170484 ACLV7W RS10825 WP 000681589.1
539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
425
256
215

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1

KZH43 RS10270 WP 000681597.1

SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1170484 ACLV7W RS10825 WP 000681589.1
539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
425
256
215

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1

KZH43 RS10270 WP 000681597.1

SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1170484 ACLV7W RS10825 WP 000681589.1
539 SM12261 RS09395 WP 000681587.1

consensus

I

NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY

ko R s adcsrs Lo Ty Msnun oA YENENS T nRDAWY

:MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI

QLTQKSSVII
QLTQKSSVLM
BMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSSVAR
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSSVIWMNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY|
IMKHLKTFYKKEFQLLVVIVISFESGALGSFSIFQLTQKS VEPYSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
AMKHLKTFYKKMFQLLVVIVISFFSGALGSFSINQLTQKS BREPMYSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY|

* K k% I % kokok D okskokok ook |okok 3 ok >k >k ok sk ok ok k ok k kokokokok | okokok ook | * NN rrrrr i

SopesiE  cmrorbscm)sSE S RHmkeA) VTR CASKDRLSD: K

AT

Xk ok K kKK RN NN

ASEATAEE DR TR LTV NSNS T AT

Q
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN

Y LGV L CTIELAPAOR

MNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
MNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
BNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
MNGGTSVEGLGFAIPANDAINITIEQLEKNGKVTRPALGIQMVNLSN

BGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN

BN GGTSVEGLGFATPANDAINT IEQLEKNGKVTRPALGIQMVNLSN
IR I

Lotk |

158
154
153
153
153
153
153
153

238
234
233
233
233
233
233
233

318
312
309
309
309
309
309
309



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1170484 ACLV7W RS10825 WP 000681589.1
539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

1170484 ACLV7W RS10825 WP 000681589.1
539 SM12261 RS09395 WP 000681587.1

consensus

NIPSNVTSGV
NIPSNVTSGV

402
397
393
393
393
393
393
393

SIS WRRN A BN

I{IPS VTSG
{ PENVESIGV

T AOSTOLAeLr  YVRMCHBET s ks

Q
VRSHQ [¢MPA G LEKYDVITK DDBEI S D QSALYJHSIN |¥IX TYYR GKE TT IKLJKS |y
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIYKSSG
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIYKSSG
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIYKSSG
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIYKSSG
VRSVQSNMPANGHLEKYDVITKVDDK IASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIJKSSG
VRSVQSNMPANGHLEKYDVITKVDDKETIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIJKSSG

o N N N N R e R Ry ey e KT 1% ErTEN N

X non conserved

B similar

> 50% conserved

398
392
389
389
389
389
389
389



