
logo MKKSRKVWFLLAALAGVAVLLGSAVAGAVLVAACSSGKNSGNKEATKEATKQASNTKSPGVTTYAGYVFYNSLSDPVESTLDYTIVTSGNNTVGSPTKQTSAIVTVGTNVGI
VDGLLME

NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 MKK.RVFLAAGVAVLSAAVLVACSSGNGNKEATKEATKQATKPVTYAYVFSLDPVTLDYTVSGNVSTKQITGNVIDGLLE 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS............STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLME 68
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS............NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLME 68
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS............NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLME 68
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logo

N
ADQKYGNLVPSVAEDWTSVSQKDGLTYTYKIRQKGI

VKWYTNSDEGEEYGADENVKTAQKDFVTGLKHAADGKSKSAQGAGI
LYLVQDS IKAGLDSDYVLNS

NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 NDQYGNLVPSVAEDWTVSKDGLTYTYKIRQGVKWYTNEGEEYGEVKAQDFVTGLKHAADKKSQALYLVQDSIKGLDDYVN 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ADKYGNLVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLS 148
NTDB id 324 STU RS16140 WP 011226306.1 ADKYGNLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLS 148
NTDB id 292 STER RS06940 WP 011681419.1 ADKYGNLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLS 148
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logo GAKTTNTKDFSTNVGVKATIDEDYTVLVQYTLNKHKQPESPFYWNSKTTMYGSVLLASFPVSNGEDFLAKSNKGDKDFGKASTDVPTS I LYNGAPYFLLKGSLTSAKSS I
NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 GKTTDFSTVGVKATDDYTVVYTLNHPESFWNSKTTMGVLAPVSGDFLASKGDDFGKATDVTSILYNGAYLLKGLTSKSSI 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GANKDFSNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSI 228
NTDB id 324 STU RS16140 WP 011226306.1 GTNKDFSNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSI 228
NTDB id 292 STER RS06940 WP 011681419.1 GTNKDFSNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSI 228
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logo EMLTVKNQEHNYWDKQKNVFHI
FDDAIKFLSFYFYDGQSDAQEDSALEGVRGFDTEDGHAYPSNALFAPRLVYFKPNTSASNYESARSLVKEEKKYKDNI FVYYGTQAQPRGGAGSVTFSYAMI SGTVINLI

NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 EMTKNQNYWDKQNVFIDDIKLSFFDGQDADSLGRGFDEGHYPAAPLFKNSANYERLKEKYKDNIVYGQQRGGVFYMSTNI 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ELTKNENYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNI 308
NTDB id 324 STU RS16140 WP 011226306.1 ELVKNEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINL 308
NTDB id 292 STER RS06940 WP 011681419.1 ELVKNEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINI 308
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logo DRVQSYNKFHYSTAKTKSTDAVSEKTSSTKKALLNKDFRQSALIANFAVIDRTKAGYI
QSQMVI FNGDKEDVGGAAPTRLGKALVRTNSLFTVPPSTDFVQSVAGDQKTFGQDVLTVKTI
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NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 DRVSYNHTAKTSDVEKSSTKKALLNKDFRQALAFAVDRKAGISQVFGDEVGPRKLRTSFTPPTFVQVGDQTFGQVTKIEL 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DRQSYKFSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKM 388
NTDB id 324 STU RS16140 WP 011226306.1 DRQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKM 388
NTDB id 292 STER RS06940 WP 011681419.1 DRQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKM 388
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EWKSDGVSNFLDTADAGSQDSGLHYNVADEKAKATKEFEASKAKEKDATLQADGVQFP IHLDLPVNSDSQI
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AQVAQSYLKQSTI EEQKASLGSDENVVVI

NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 DKLDNVWKDVSLDDAQDSLHNVDKAKAKFESAKKTLQADGVQFPIHLDLPVSSIQTDFIHQAQSYKQSIEEALGSENVVV 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVI 468
NTDB id 324 STU RS16140 WP 011226306.1 SSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVI 468
NTDB id 292 STER RS06940 WP 011681419.1 SSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVI 468
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logo DVIQNQVLSDSDEDI
L
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Q
ENMVATVLLNATASNNANANAVEDWDINSVNGNSSVAIGWGSAPDYAQDPSTYLDVI FDKPTTSGSPESNLTLKGTASFLMGVYADPGDTPDNNPAAI

A
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T
QVGLDKKDYKDGA

NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 DIQQVSDDELGNMTVLATSNNNVDWDINVNSGWSPDYADPSTYLDVFDPTSGPSLLGSLGVAPGTDNPAIKTVGLDKYKG 559
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD.DPNNAAAAQVGLKDYDA 547
NTDB id 324 STU RS16140 WP 011226306.1 DINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDA 547
NTDB id 292 STER RS06940 WP 011681419.1 DINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDA 547
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logo L ILDNDSANASEKTSTDLQNAKVRYSDKRYAKQAQAWLTEDSASLVIPVLHTSVDGGNAGQAAMPALVVITSKRKLVTLPGFSTGADSGMLWQI
VGDKTNGSSDSNNDSYFYIKYLVKLPQDEKI

VVTSK
NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 LIDDANSEKTDLQKRYSKYAKAQAWLTDSALVIPVHSDGAQ.MLVTKKVLGSGADGWIGDKTG.DNSYKYLKLQDKIVTS 637
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTK 626
NTDB id 324 STU RS16140 WP 011226306.1 LLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTK 627
NTDB id 292 STER RS06940 WP 011681419.1 LLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTK 627
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logo KEMYDEEQFSRKEKFWALDKEKGKAKESNAEDKYAQKNDLDERKHI
V
Q
K
D

NTDB id 1170449 ACLV7W RS06485 WP 411865656.1 KEMDEFRKKFADEKGKSNADYQKNLDRHIQD 668
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEYEQSREKWLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 KEYEQSREKWLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 KEYEQSREKWLKEKKESNEKAQKDLEKHVK. 657
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