logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

613 LCA RS05340 WP 231952379.1

300 STER RS07485 WP 011681496.1

595 KW2 RS08725 WP 021037687.1

521 SMSK321 RS04960 WP 000443804.1
1170437 ACLV7W RS03830 WP 411865462.1
493 SM12261 RS04300 WP 000387351.1
153 SP RS04730 WP 000387344.1

263 KZH43 RS04195 WP 000387330.1

222 SPD RS04535 WP 000387330.1

188 SPR RS04295 WP 000387330.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

613 LCA RS05340 WP 231952379.1

300 STER RS07485 WP 011681496.1

595 KW2 RS08725 WP 021037687.1

521 SMSK321 RS04960 WP 000443804.1
1170437 ACLV7W RS03830 WP 411865462.1
493 SM12261 RS04300 WP 000387351.1
153 SP RS04730 WP 000387344.1

263 KZH43 RS04195 WP 000387330.1

222 SPD RS04535 WP 000387330.1

188 SPR RS04295 WP 000387330.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

613 LCA RS05340 WP 231952379.1

300 STER RS07485 WP 011681496.1

595 KW2 RS08725 WP 021037687.1

521 SMSK321 RS04960 WP 000443804.1
1170437 ACLV7W RS03830 WP 411865462.1
493 SM12261 RS04300 WP 000387351.1
153 SP RS04730 WP 000387344.1

263 KZH43 RS04195 WP 000387330.1

222 SPD RS04535 WP 000387330.1

188 SPR RS04295 WP 000387330.1

consensus

o a0E0 ) L ELU R Ll PR oME O sPewiEEkeEE

MMWED Y Wl YRREWWEP CL VL A.YW.Q.Q@KQKT NERELOTEASKE. . . .. . . .. PATKT-AATK
FCEAWMTCGAGNS EAETSYT VU TINBS TSEBKQSSQSLEEASSQSKTEGSEKV

Bl

....... KSSVSKFNSSSSEKN

MAME ITEKIKEYKIIVICTGLGLLVGGFFLLKPAPJITR
AMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH
AMEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTJ

MAMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP
AMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTJ

MAMEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP
AMEATTEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH

* ok % k % k * % ok % ok K ok X * % Voskokoskok ok kok ko ok % ok ok ok * 1 kox % ko ok ok ok ok ok kK

ou T Al Lg;E;Rv@DevggA SRR N N o

D M Y PKKGEVVTD@ELIQAPQQIA
SDEI  YVIRUKDERNERAMIQTC Gl
EDER YVPIQICES ES RETH BT
BSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE JASQ

NSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEA[SQR R
* % k [ I B B | | % k% * Uoskskskkksksk 111 x| Ixl [ sk Pskskkox | * | % % * * %k k

b STMBILNLEE ool ARD) B KAEDBLA o

TTSERTQEQASTGTSANASSTSDTAK LN[NJAIDIEY “ L{aEY MG ' GIgK A °[W Q Q
........... VI geleln [fjSK ' [6K 'NLNpyA ‘KJE L[Ny BJG 'G KRA - D IJWYRE -FIGEFNSVD ' LKYVSGIGIKT
........... lSSVSNQI 3K VN NKABLBEL[) PG G[K AQDIID|gREFINGIFKS LEKVSGIGIKT EK
................. SSTSK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG

........... A......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHRE NGKFKSVDELKKVSGIG
........... AN S STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG
........... AN S STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG
........... A
........... M. .....
........... . .....

* *okokokok ookok |k )k Pokokokok Dok Dok x| Pook Dok |k | * | RN RRE

147
155
141
145
141
145
145
145
145
145

227
223
210
208
204
208
208
208
208
208



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

613 LCA RS05340 WP 231952379.1

300 STER RS07485 WP 011681496.1

595 KW2 RS08725 WP 021037687.1

521 SMSK321 RS04960 WP 000443804.1
1170437 ACLV7W RS03830 WP 411865462.1
493 SM12261 RS04300 WP 000387351.1
153 SP RS04730 WP 000387344.1

263 KZH43 RS04195 WP 000387330.1

222 SPD RS04535 WP 000387330.1

188 SPR RS04295 WP 000387330.1

consensus

235
231
218
216
212
216
216
216
216
216

X non conserved
B similar
> 507 conserved



