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NTDB id 1170436 ACLV7W RS03575 WP 411865443.1 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 68
NTDB id 324 STU RS16140 WP 011226306.1 68
NTDB id 292 STER RS06940 WP 011681419.1 NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLME 68
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NTDB id 475 HSISS4 RS07005 WP 021143809.1 ADKYGNLVPSVAEDWSVSEDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAADGKAG YLVQDSTAGLSDYLS 148
NTDB id 324 STU RS16140 WP 011226306.1 ADKYGNLVPSVAEDWSVSKDGLTYTYKIRKG KWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLS 148
NTDB id 292 STER RS06940 WP 011681419.1 ADKYGNLVPSVAEDWSVSKDGLTYTYKIRKG KWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLS 148
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NTDB id 1170436 ACLV7W RS03575 WP 411865443.1 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 228
NTDB id 324 STU RS16140 WP 011226306.1 228
NTDB id 292 STER RS06940 WP 011681419.1 228
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NTDB id 475 HSISS4 RS07005 WP 021143809.1 ELIWKNE YWDKKNVHFDAIKIRSYYDGSDQ ALJXRGFTDGAYSJMARV PTSSNY SVEKKYKDNIYYTAPGASTSAIG NI 308
NTDB id 324 STU RS16140 WP 011226306.1 ELMKNEEBYWDKKNVHFDATIKIASYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGIN 308
NTDB id 292 STER RS06940 WP 011681419.1 ELYKNERYWDKKNVHFDAIKIFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNI YTAPGASTSAIGINI 308
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NTDB id 1170436 ACLV7W RS03575 WP 411865443.1 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 388
NTDB id 324 STU RS16140 WP 011226306.1 DRQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLA RNLFVPSDFVSAGDKTFGDLVTEKMENEEEE
NTDB id 292 STER RS06940 WP 011681419.1 DRQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATL RNLFVPSDFVSAGDKTFGDLVTEK MY
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NTDB id 475 HSISS4 RS07005 WP 021143809.1 468
NTDB id 324 STU RS16140 WP 011226306.1 468
NTDB id 292 STER RS06940 WP 011681419.1 468
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