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NTDB id 378 SMU RS02690 WP 002263569.1 AKYKEMQSAJS DKENTP EVI H 455
NTDB id 281 KZH43 RS03550 WP 000882517.1 AKYKEMQKKISETDQDTP KT EHI H 454
NTDB id 245 SPD RS03860 WP 000882517.1 AKYKEMQKKIETDQDTP KT H 454
NTDB id 243 SPR RS03635 WP 000882517.1 AKYKEMQKKISTDQDTP KT H 454
NTDB id 241 SP RS04015 WP 000882523.1 AKYKEMQKKISETDQDTPS KT H 454
NTDB id 85 BSU 00860 NP 387967.1 EKIWASLRDTEQRLREQVEDTKKSWKE . KQGQENSEVARVDD L 512
NTDB id 610 V4T04 RS10165 WP 012897346.1 = LIWIKABRTKEKAVEKIADKI...... YKFSMKEDKRQE QA L 521
NTDB id 1170399 ACLV7D RS10010 WP 173218772.1 GKMKQEWAQLIAKE............... EEM.LVYKD SD Y| 516
NTDB id 290 KZH43 RS10025 WP 001109677.1 GKMKQEWAQLIAKE............... EEM.PVYKD SD Y| 516
NTDB id 289 SPD RS10700 WP 001109677.1  GKMKQEWAQLIAKE............... EEM.PVYKD SD Y| 516
NTDB id 287 SP RS11210 WP 001109712.1  GKMWKQEWAQLIAKE............... EEM.PVYKD SD Y| 516
NTDB id 377 SMU RS09275 WP 002262344.1  NPMQLMKRLLKKE............... KISPLLKKRAEWKIJED Y| 519
NTDB id 297 STER RS00545 WP 011680614.1 GINIGAEWVKQYKAN............... QIMAKFPKPARYDADQ Y| 522
NTDB id 329 STU RS10020 WP 011225298.1 = GINIGARWVKQYKAN............... QIMAKFPKPARYDADQ Y| 522
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NTDB id 378 SMU RS02690 WP 002263569.1 G IRFDMSEYMEKA 535
NTDB id 281 KZH43 RS03550 WP 000882517.1 G IRFDMSEYMEKIsl 534
NTDB id 245 SPD RS03860 WP 000882517.1 G IRFDMSEYMEKIsl 534
NTDB id 243 SPR RS03635 WP 000882517.1 ¢ INRPIGSFIMF GPTGVGKTEL IRFDMSEYMEKIsl 534
NTDB id 241 SP RS04015 WP 000882523.1 ¢ IMIRPIGSFIMF GPTGVGKTEL K8 IRFDMSEYMEK]sl 534
NTDB id 85 BSU 00860 NP 387967.1 IDYKRPIGSFIFLGPTGVGKTELA ALAEN FEDEINS] IRMDMSEYMEK]:I 592
NTDB id 610 V4T04 RS10165 WP 012897346.1 BN RP GSFMFLGPTGVGKTELAKALA N F(¢SJEBN IRWUDMSE MEK) 601
NTDB id 1170399 ACLV7D RS10010 WP 173218772.1 BKRPIGSFMFLGPTGVGKTELAKALAEWNLEFNDERYA 596
NTDB id 290 KZH43 RS10025 WP 001109677.1 BKRPIGSFMFLGPTGVGKTELAKALAENLFBDERIA 596
NTDB id 289 SPD RS10700 WP 001109677.1 BIKRPIGSFMFLGPTGVGKTELAKALAENLFBDERIN 596
NTDB id 287 SP RS11210 WP 001109712.1 BKRPIGSFMFLGPTGVGKTELAKALAEWNLF)DERYA 596
NTDB id 377 SMU RS09275 WP 002262344.1 MMKRPIGSFMFLGPTGVGKTELAKALAENLFNDERFA 599
NTDB id 297 STER RS00545 WP 011680614.1 KRPIGSFMFLGPTGVGKTELAKALAEYNLFBDERIN 602
NTDB id 329 STU RS10020 WP 011225298.1 [KRPIGSFMFLGPTGVGKTELAKALAENLFNDERFA 602
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NTDB id 378 SMU RS02690 WP 002263569.1 YVGY E GELTEKVRBEWPYS LIBDEVEKAHPD TIIIMTSNIGENE S 613
NTDB id 281 KZH43 RS03550 WP 000882517.1 LIMDEVEKAHPD AIRRRERSINACTGK . . 612
NTDB id 245 SPD RS03860 WP 000882517.1 LIMDEVEKAHPD PNL T TMT S NEVGUNC) QN 612
NTDB id 243 SPR RS03635 WP 000882517.1 LIMDEVEKAHPD AIRRRUERIAGTGK . . 612
NTDB id 241 SP RS04015 WP 000882523.1 LIMDEVEKAHPD AIRRRUENSIAGTGK . . 612
NTDB id 85 BSU 00860 NP 387967.1 LIMDE EKAHPD RIDY| 672
NTDB id 610 V4T04 RS10165 WP 012897346.1 LIMDEVEKAHPD 681
NTDB id 1170399 ACLV7D RS10010 WP 173218772.1 LIIDEVEKAHPD LLQVLDDGEYLTDS 676
NTDB id 290 KZH43 RS10025 WP 001109677.1 LIZDEVEKAHPD LLQVLDDGELTDS 676
NTDB id 289 SPD RS10700 WP 001109677.1 LIIDEVEKAHPD LLQVLDDGWYLTDS 676
NTDB id 287 SP RS11210 WP 001109712.1 LIZDEVEKAHPD LLQVLDDGELTDS 676
NTDB id 377 SMU RS09275 WP 002262344.1 LIDEVEKAHPD LLQVLDDGWLTDS 679
NTDB id 297 STER RS00545 WP 011680614.1 LIYDE EKAHPD LLQVLDDGELTDS 682
NTDB id 329 STU RS10020 WP 011225298.1 LIgZDE EKAHPD LLQVLDDGELTDS 682
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